	Target
	Sequence

	Cbr-trr-1 II
	F: TAATACGACTCACTATAGGGAGAgtttggcttgaggcgattggtgaa

R: TAATACGACTCACTATAGGGAGAttgacgtggccataagaggtgaca

	Cbr-mys-1 V
	F: TAATACGACTCACTATAGGGAGAtgtcgaaggatgccggttagtgt
R: TAATACGACTCACTATAGGGAGAgctgaattcgataagcagactgcca

	Cbr-epc-1 III
	F: TAATACGACTCACTATAGGGAGAtatgactgcacggcgagagaaaca
R: TAATACGACTCACTATAGGGAGAtttcaccggttccgaatgagacga

	Cbr-ing-3 II 
	F: TAATACGACTCACTATAGGGAGAatcgcgttgtatcttctcgtgcct
R: TAATACGACTCACTATAGGGAGAgctcacgatggtcatttggtgcaa

	Cbr-ssl-1 III
	F: TAATACGACTCACTATAGGGAGAagagagcagcgaaacgagtgagtt
R: TAATACGACTCACTATAGGGAGAacttgtcgatggctcatcgtcctt

	Cbr-ekl-4 I
	F: TAATACGACTCACTATAGGGAGAgctgttcaacttgatcgctggcaa
R: TAATACGACTCACTATAGGGAGAttcatgatggactccgaagcgact

	Cbr-gfl-1 IV
	F: TAATACGACTCACTATAGGGAGAtggccgaagttattgagcgcatga
R: TAATACGACTCACTATAGGGAGAattcttgctcgttgcactcgttgg

	Cbr-ruvb-1 V
	F: TAATACGACTCACTATAGGGAGAatgaagagtatggctggcagagca
R: TAATACGACTCACTATAGGGAGAacaactggagccatcggagattca

	Cbr-ruvb-2 IV
	F: TAATACGACTCACTATAGGGAGAcaagctgctgggctcattgtcaaa
R: TAATACGACTCACTATAGGGAGAtcagatggaataccgtgcgctgat

	Cbr-mrg-1 III
	F: TAATACGACTCACTATAGGGAGAattcaatcggtccacgagaagcca
R: TAATACGACTCACTATAGGGAGAcgattcgtacatttcggcgccttt

	CBG03742 I
	F: TAATACGACTCACTATAGGGAGAagagaacggtcaggaatctgccaa
R: TAATACGACTCACTATAGGGAGAtcagatacagtgacggtcgttcca

	Cbr-pcaf-1I
	F: TAATACGACTCACTATAGGGAGAtcttcgtctcaacgccgaaaggat

R: TAATACGACTCACTATAGGGAGAactctgcaccgttctccatcttgt

	Cbr-ada-2 II
	F: TAATACGACTCACTATAGGGAGAatgagcatcaatcaaacactgg
R: TAATACGACTCACTATAGGGAGAtcaatcgagggaaatcttgtct

	Cbr-taf-6.1 II
	F: TAATACGACTCACTATAGGGAGAcaacgtcatcgtgtctttcaat
R: TAATACGACTCACTATAGGGAGAaatctgcgattcacattcacac

	Cbr-taf-9 III
	F: TAATACGACTCACTATAGGGAGActatcaacaggtggaccagaca
R: TAATACGACTCACTATAGGGAGAgagctcttcgcttgagcatatt


