
Table S2. Isolation of mutants similar to tsp-15(sv15). 

allele CG sequence gene mutation 

im10 1 F56C11.1 bli-3 missense (P1311L) 

im11 2    

im12 2    

im13 1    

im14 2    

im16 2    

im20 1    

im21 3 C06E1.3 doxa-1 splice error 

im26 1    

im27 2    

im32 3 C06E1.3 doxa-1 splice error 

im38 4 ZK480.3 mlt-7 missense (F375S) 

im39 4 ZK480.3 mlt-7 missense (I343S) 

CG, complementation group. 

 

 


