Table S6. DNA sequence analysis of the bypass event type across TT CPD, TT 6-4 PP, and cisPt-GG adduct in Shprh+/+Hltf+/+ and Shprh-/-Hltf-/- MEFs
	TT CPD
	Hltf+/+ & Shprh+/+
	Hltf-/- & Shprh-/-

	Nucleotide inserted opposite lesion
	Number of isolates (%)

	C-AA-C
	47 (100)
	45 (98)

	C-TA-A
	-
	1 (2)

	Non-TLS events
	-
	-

	Total clones analyzed:
	47 (100)
	46 (100)

	Accurate TLS frequency, %
	100
	98

	Mutagenic TLS frequency, %
	<2.1
	2

	TT 6-4 PP
	
	

	Nucleotide inserted opposite lesion
	Number of isolates (%)

	C-AA-C
	19 (40)
	20 (43)

	G-AA-C
	-
	1 (2)

	T-AA-C
	-
	1 (2)

	C-TA-C
	2 (5)
	-

	C-AT-C
	3 (6)
	2 (5)

	C-AA-A
	18 (38)
	14 (30)

	A-CA-C
	1 (2)
	1 (2)

	C-TT-C
	-
	1 (2%)

	C-AT-A
	1 (2)
	-

	C-GA-A
	1 (2)
	1 (2)

	C-TA-A
	2 (5)
	1 (2)

	C-AΔ-C
	-
	2 (5)

	Non-TLS events
	-
	2 (5)

	Total clones analyzed
	47 (100)
	46 (100)

	Accurate TLS frequency, %
	40
	46

	Targeted mutagenic TLS frequency, %
	11
	11

	Semi-targeted mutagenic TLS frequency, %
	38
	36

	Mixed mutagenic TLS frequency, %
	11
	7

	CisPt-GG
	
	

	Nucleotide inserted opposite lesion
	Number of isolates (%)

	G-CC-T
	42 (88)
	45 (94)

	G-AC-T
	4 (8)
	2 (4)

	G-TC-T
	-
	1 (2)

	Non-TLS events
	2 (4)
	-

	Total clones analyzed
	48 (100)
	48 (100)

	Accurate TLS frequency, %
	91
	94

	Mutagenic TLS frequency, %
	9
	6


