Table S2.  Predicted B. mori genes and H. armigera homologs in the nonrecombining region of B. mori Chr. 15 and H. virescens LG 2.  BGI prediction ID from the B. mori genome sequence 


[1] ADDIN EN.CITE , D. melanogaster homolog, name, midgut expression on B. mori microarray, and presence of a homologue in H. armigera midgut cDNA are listed.  

	Bombyx prediction BGIBMGA
	D. mel.
	name
	mid-gut
	H.a. cDNA

	 
	 
	 
	 
	 

	007730-TA
	CG16973
	misshapen
	yes
	yes

	007796-TA
	CG15863
	hypothetical protein
	yes
	yes

	007731-TA
	CG33526
	PNUTS
	yes
	yes

	007795-TA
	RpL30
	Ribosomal protein L30
	yes
	yes

	007732-TA
	CG6746
	protein tyrosine phosphatase
	yes
	yes

	007733-TA
	 
	hypothetical protein
	yes
	yes

	007734-TA
	CG1430
	bystin, cell adhesion protein
	yes
	yes

	007794-TA
	CG3182
	seizure, potassium channel
	no
	no

	007735-TA
	CG4562
	ABCC3
	yes
	yes

	007793-TA
	CG4562
	ABCC2
	yes
	yes
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