
Table S3. Candidate genes related to skeletal morphology and osmoregulation in additional regions of differentiation on Linkage Groups IV, VII, and XII.1
	Location
	Ensemble Gene ID
	Gene
	p-value
	OD
	BD
	TO
	CF
	OS
	KF
	IG
	References

	LG IV, Peak 1-adjacent
	
	
	
	
	
	
	
	
	
	
	

	13,445,086
	ENSGACG00000018384
	SYNPO
	0.0043
	
	
	
	
	
	Yes
	
	[1]

	13,905,862
	ENSGACG00000018421
	MSX2
	0.157
	
	Yes
	Yes
	Yes
	
	
	
	[2-4]

	13,930,376
	ENSGACG00000018432
	STC2
	0.157
	
	Yes
	
	
	
	
	
	[5]

	14,030,866
	ENSGACG00000018444
	ADAM19
	0.035
	Yes
	
	
	
	
	
	
	[6]

	14,093,708
	ENSGACG00000018450
	EBF1
	0.014
	Yes
	
	
	
	
	
	
	[7]

	14,147,429
	ENSGACG00000018453
	IL12B
	0.014
	
	Yes
	
	
	
	
	
	[8]

	14,180,487
	ENSGACG00000018455
	ADRB2
	0.0067
	
	Yes
	
	
	
	
	
	[9]

	14,325,742
	ENSGACG00000018474
	FOXI3B
	0.0002
	
	
	
	
	
	
	Yes/T
	[10,11]

	15,128,978
	ENSGACG00000018523
	EFNB1
	0.013
	
	
	Yes
	Yes
	
	
	
	[12,13]

	LG IV, Peak 2-adjacent
	
	
	
	
	
	
	
	
	
	
	

	20,963,900
	ENSGACG00000019036
	SLC2A13
	0.036
	
	
	
	
	Yes/T
	
	Yes/T
	[14]

	21,308,461
	ENSGACG00000019075
	SOX5
	0.0033
	
	
	
	Yes
	
	
	
	[15]

	21,578,289
	ENSGACG00000019107
	MAPK11
	8x10-5
	
	
	
	
	Yes
	
	
	[16]

	21,591,027
	ENSGACG00000019108
	MAPK12
	8x10-5
	
	
	
	
	Yes
	
	
	[17]

	21,843,478
	ENSGACG00000019129
	TIMP3
	0.0002
	
	
	Yes
	
	
	
	
	[18]

	LG VII, Peak2-adjacent
	
	
	
	
	
	
	
	
	
	
	

	16,373,926
	ENSGACG00000020309
	TBX2
	0.495
	Yes
	
	
	Yes
	
	
	
	[19,20]

	16,430,416
	ENSGACG00000020311
	ROBO1
	0.495
	Yes
	
	Yes
	
	
	
	
	[21,22]

	16,489,360
	ENSGACG00000020312
	ROBO2
	0.504
	Yes
	
	Yes
	
	
	
	
	[21,22]

	18,821,924
	ENSGACG00000020458
	EBF1
	0.075
	Yes
	
	
	
	
	
	
	[7]

	19,050,675
	ENSGACG00000020471
	CA4
	0.426
	
	Yes
	
	
	Yes/T
	
	Yes/T
	[23,24]

	LG XII
	
	
	
	
	
	
	
	
	
	
	

	12,329,010
	ENSGACG00000009897
	TSHB
	0.058
	
	Yes
	
	
	
	
	
	[25]

	12,398,167
	ENSGACG00000009911
	ARHGEF3
	0.049
	
	Yes
	
	
	
	
	
	[26]

	12,408,130
	ENSGACG00000009938
	RHOA
	0.049
	Yes
	Yes
	
	
	
	
	
	[27,28]

	12,445,029
	ENSGACG00000010078
	BGN
	0.0086
	Yes
	Yes
	
	
	
	
	
	[29]

	12,609,079
	ENSGACG00000010153
	WNT5A
	0.0002
	Yes
	
	
	Yes/T
	
	
	
	[30,31]

	13,523,742
	ENSGACG00000010636
	AVPR2
	0.577
	
	
	
	
	Yes
	Yes
	
	[32]

	13,603,894
	ENSGACG00000010694
	IGFBP6
	0.468
	Yes
	Yes
	
	
	
	
	
	[33]

	13,668,552
	ENSGACG00000010752
	CD63
	0.191
	
	
	
	
	
	Yes
	
	[34]

	13,691,180
	ENSGACG00000010788
	NR4A1
	0.191
	
	Yes
	
	
	
	
	
	[35]


1Candidate genes in four additional regions of interest discussed in the text. P-values represent bootstrap significance of FST in the overall oceanic-freshwater comparison in the region centered on the nearest 100kb to the midpoint of each gene (see Methods). Genes are connected to one or more ontology categories of morphology (OD, osteoblast differentiation; BD, bone density and mineralization; TO, tooth organogenesis; CF, craniofacial development) or osmoregulation (OS, response to osmotic stress; KF, kidney function or development; IG, ion transport across gills or gut epithelia). Supporting information from teleost fish is indicated by “Yes/T”, while “Yes” denotes information from other vertebrates.
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