Table S2.Linear model analysis of candidate polymorphisms with and without cofactors.
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Xa
rawf ~ %SNP? %HAP® Latitude
X = CRY2[32]
011  (0.35)  (0.54) 2E-07
0.03 (0.19)  (0.36) 1E-06
011  (0.32)  (0.51) 3E-04
001 (0.07)  (0.16) 3E-06
025  (0.40)  (0.51) 0.07
011  (0.28)  (0.41) 4E-04
0.07  (0.24)  (0.41) 8E-05
003 (0.12)  (0.22) 0.17
031 (054)  (0.71) 3E-05
022  (0.32)  (0.40) 0.03
0.08 (0.18)  (0.25) 0.07
061 (0.72)  (0.80) 0.09
018  (0.25)  (0.31) 0.02
018  (0.36)  (0.52) 8E-03
010  (0.19)  (0.27) 0.21
0.73  (0.80)  (0.85) 0.90
X = FLC[33]
022  (0.50)  (0.65) 1E-08
065 (0.79)  (0.88) 1E-07
0.03 (0.18)  (0.33) 1E-05
0.03 (0.14)  (0.24) 5E-08
010  (0.21)  (0.31) 0.01
0.05 (0.19)  (0.33) 3E-05
0.06 (0.22)  (0.38) 5E-06
0.07 (0.21)  (0.34) 0.05
019  (0.42)  (0.59) 2E-06
073  (0.78)  (0.83) 0.01
3E-03 (0.0  (0.03 0.01
010  (0.23)  (0.34) 0.05
0.02 (0.05  (0.06) 0.03
001 (0.10)  (0.25) 1E-03
0.07  (0.15)  (0.23) 0.05
0.03 (0.09)  (0.13) 0.69
X = PHYC[34]
010  (0.33)  (0.53) 1E-07
0.68 (0.81)  (0.89) 7E-08
021  (0.46)  (0.63) 1E-04
013  (0.31)  (0.46) 1E-06
039  (0.54)  (0.66) 0.02
026  (0.46)  (0.57) 1E-04
060 (0.78)  (0.88) 7E-06
0.82 (0.88)  (0.94) 0.04
003 (0.17)  (0.32) 4E-05
0.68 (0.75)  (0.80) 0.02
0.08  (0.17)  (0.24) 0.08
0.06 (0.15)  (0.26) 0.16
069 (0.72)  (0.79) 0.03
049  (0.67)  (0.77) 2E-03
070  (0.74)  (0.83) 0.09
059  (0.69)  (0.76) 0.98

aModel: Phenotypev X.

PModel: Phenotypev Latitude+ FRI+ X.
®Nominal p-value.
dpercentile of p-value compared to genome-wide SNP-based tests.

®Percentile of p-value compared to genome-wide haplotype-based tests.
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0.01
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6E-05
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2E-03
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1E-06
0.01
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0.14
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3E-05
1E-03
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3E-03
0.44
2E-05
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Xb
raw®  %SNPY %HAP®
4E-04 (0.11)  (0.29)
1E-03 (0.09)  (0.23)
3E-03 (0.11)  (0.28)
6E-04 (0.04  (0.12)
3E-03 (0.05)  (0.12)
6E-04 (0.07)  (0.17)
8E-04 (0.07)  (0.21)
1E-03 (0.03  (0.08)
001 (0.18)  (0.37)
037 (050)  (0.59)
012  (0.23)  (0.34)
044  (0.63)  (0.75)
014  (0.22)  (0.29)
0.02 (0.13)  (0.30)
2E-03 (0.06)  (0.12)
073  (0.84)  (0.90)
052  (0.79)  (0.91)
098  (0.99)  (1.00)
007 (0.35)  (0.56)
002 (0.17)  (0.33)
021  (0.42)  (0.61)
017  (0.47)  (0.64)
012  (0.41)  (0.62)
017  (0.36)  (0.51)
049  (0.74)  (0.87)
036  (0.50)  (0.59)
1E-03 (0.0)  (0.02
029  (0.49)  (0.66)
002 (0.05)  (0.07)
0.04 (0.19)  (0.39)
035 (0.54)  (0.71)
016  (0.37)  (0.54)
0.01 (0.26)  (0.51)
049  (0.74)  (0.87)
012  (0.43)  (0.64)
007  (0.29)  (0.49)
016  (0.37)  (0.54)
007 (0.32)  (0.50)
036 (0.68)  (0.82)
094  (0.97)  (0.98)
2E-03 (0.13)  (0.30)
068  (0.76)  (0.83)
0.09  (0.20)  (0.29)
0.02 (0.12)  (0.23)
068  (0.71)  (0.79)
032 (057)  (0.73)
060 (0.73)  (0.86)
032 (0.52)  (0.68)



