Figure S2

Number of specific reads

1D 2DL1 genotype 2DL1  2DL1*022 2DL1*026 % 2DL1
SA006 *00401  *00401 51 0 0 0
SA008 *01202 X 186 0 0 0
SA011 *00401  *00401 112 0 0 0
SA012 *00401  *00401 91 0 0 0
SA035 *022 X 22 22 0 100
SA051 *00302  *022 159 77 0 48.4
SA052 *026 X 36 0 36 100
SA054 *00401 *022 152 72 0 47.4
B
Population Source Count
Chinese Dai Xisghuangbanna, China 98
Han Chinese Beijing, China 101
Japanese Tokyo, Japan 99
Kinh Ho Chi Minh City, Vietnam 101
Southern Han Chinese China 107
Total East Asian Ancestry 506
Bengali Bangladesh 86
Gujurati Indian Houston, Texas 105
Indian Telegu United Kingdom 103
Punjabi Lahore, Pakistan 96
Sri Lankan Tamil United Kingdom 103
Total South Asian Ancestry 493
African Ancestry Southwestern USA 66
African Caribbean Barbados 95
Esan Nigeria 99
Gambian Western Division, The Gambia 113
Luhya Webuye, Kenya 98
Mende Sierra Leone 85
Yoruba Ibadan, Nigeria 99
Total African Ancestry 655
British United Kingdom 89
Finnish Finland 98
Iberian Spain 106
Toscani Italy 108
Utah European Ancestry Utah, USA 96
Total European Ancestry 497
Columbian Medellin, Columbia 93
Mexican Ancestry Los Angeles, California 63
Peruvian Lima, Peru 84
Puerto Rican Puerto Rico 105
Total Americas Ancestry 345
Total 2496
C Positive individuals
1000 AGVP Mbuti Baka
KIR Genome Zulu Pygmy  Pygmy adza
3DL3 2496 100 20 20 52
2DL1 2459 97 19 20 52
2DL1%022 0 3 0 0 0
2DL1*026 0 2 0 0 0




