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C. dubliniensis CD36_70220
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Sch. pombe
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L. waltii Kwal_0.312
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L. kluyveri SAKL0D09262g
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D. hansenii DEHA2G11946gY. lipolytica YALI0F00968g
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Coprinopsis_cinerea_299753952
Laccaria_bicolor_170094658

Agaricus_bisporus_426200593

0.62

Ustilago_maydis_71014535
Cryptococcus_gattii_321253021
Cryptococcus_neoformans_582645081.00

1.00

0.90

Tuber_melanosporum_296426044
Setosphaeria_turcica_482805123
Bipolaris_maydis_451999256

Pyrenophora_teres_330919417

0.54

Phaeosphaeria_nodorum_169608161

1.00

Claviceps_purpurea_399169208
Fusarium_oxysporum_342887809

Magnaporthe_oryzae_389634891
Colletotrichum_higginsianum_380482911

0.95

0.90

1.00

1.00

0.98

Schizosaccharomyces_japonicus_213408737
Schizosaccharomyces_pombe_SCP1

Torulaspora_delbrueckii_TDEL0B05810
Zygosaccharomyces_rouxii_ZYRO0E04224g

Lachancea_waltii_Kwal_0.312
Lachancea_thermotolerans_KLTH0H12672g

1.00

1.00
Lachancea_kluyveri_SAKL0D09262g

Kluyveromyces_lactis_KLLA0E11925g
Eremothecium_cymbalariae_Ecym_2743

Ashbya_gossypii_AER194W

0.87

1.00

0.56

0.25

Spathaspora_passalidarum_SPAPADRAFT_63856
Scheffersomyces_stipitis_PICST_68555

Lodderomyces_elongisprous_LELG_03018
Candida_orthopsilosis_CORT0C00410

Candida_parapsilosis_CPAR2_8087401.00
WO1_Candida_albicans_CAWG_00004
Candida_albicans_orf19.7270

Candida_dubliniensis_CD36_70220

1.00

Candida_maltosa_459368823
Candida_tropicalis_CTRG_04952

0.99

0.99

1.00

1.00

0.72
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Debaryomyces_hansenii_DEHA2G11946g

0.96

Clavispora_lusitaniae_CLUG_05071/05070

0.94

Candida_tenuis_CANTEDRAFT_95761

0.96

Ogataea_parapolymorpha_320581662
Komagataella_pastoris_254566797

Wickerhamomyces_ciferrii_406605905

0.99

1.00

0.58

1.00

0.43

Yarrowia_lipolytica_YALI0F00968p
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1.00

1.00
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PhyML ln(L)=-92220.5 2386 sites LG 4 rate classes
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