
KIR allele Freq. KIR allele Freq. KIR allele Freq.

3DL3 *00201 0.027 2DL2/3 2*001 0.225 2DS3/5 3*00103 0.118

*00202 0.008 2*00301 0.115 3*00106 0.019

*00205 0.011 2*00602 0.084 3*006 0.004

*00206 0.004 2*007 0.004 5*002 0.011

*00207 0.004 2*011 0.011 5*003 0.011

*00208 0.011 3*001 0.420 5*00502 0.008

*003 0.088 3*002 0.008 5*006 0.004

*00402 0.080 3*005 0.065 5*007 0.050

*005 0.156 3*006 0.057 5*009 0.038

*008 0.004 3*01202 0.004 5*011 0.004

*00901 0.092 3*018 0.008 neg 0.733

*00902 0.008

*00903 0.008 2DS2 *001 0.344 2DP1 *00102 0.076

*010 0.050 *00104 0.015 *002 0.355

*011 0.046 neg 0.641 *003 0.038

*012 0.031 *006 0.011

*01302 0.004 2DL5B B*002 0.088 *007 0.061

*01401 0.050 B*003 0.008 *009 0.027

*01402 0.027 B*004 0.004 *010 0.088

*01403 0.008 B*006 0.088 var1 0.053

*01404 0.008 B*007 0.004 var2 0.011

*01406 0.034 B*00801 0.015 var3 0.004

*01502 0.019 B*011 0.008 var4 0.011

*01602 0.011 B*017 0.053 var5 0.034

*017 0.004 neg 0.733 neg 0.229

*022 0.042

*02502 0.011 2DL1 *001 0.011

*02702 0.011 *002 0.015

*02703 0.004 *00302 0.370

*028 0.019 *00303 0.057

*032 0.038 *00401 0.092

*033 0.004 *006 0.046

*034 0.015 *007 0.057

*035 0.065 *010 0.046

*01102 0.038

*01201 0.015

*01202 0.019

*023 0.004

neg 0.229

Fig. S4A
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KIR allele Freq. KIR allele Freq.

2DL4 *00102 0.008 2DL5A A*00101 0.008

*00103 0.435 neg 0.992

*005 0.011

*006 0.073 2DS5t *002 0.008

*00801 0.168 neg 0.992

*00802 0.111

*010 0.004 2DS1 *002 0.061

*011 0.004 *002L 0.004

*01201 0.019 *004 0.011

*013 0.008 neg 0.924

*017 0.019

*022 0.042 2DS4 *00101 0.485

*018b 0.023 *003 0.141

*019b 0.011 *004 0.076

neg 0.065 *006 0.130

*009 0.019

3DL1/S1 *001 0.141 *010 0.004

*00401 0.107 *012 0.004

*005 0.004 neg 0.141

*006 0.004

*007 0.042 3DL2 *001 0.347

*01501 0.141 *002 0.057

*01502 0.115 *00301 0.031

*017 0.061 *00302 0.057

*020 0.038 *006 0.038

*022 0.015 *007 0.023

*023 0.004 *008 0.065

*025 0.019 *009 0.034

*028 0.023 *010 0.061

*030 0.004 *013 0.107

*031 0.099 *019 0.034

*033 0.034 *023 0.011

*035 0.004 *024 0.004

*041 0.008 *029 0.019

*059 0.046 *032 0.008

*060 0.019 *035 0.004

3DS1*013 0.008 *037 0.015

neg 0.065 *038 0.011

*040 0.004

2DL4b *005 0.004 *049 0.004

neg 0.996 neg 0.065

3DL1/S1b 3DS1*013 0.004

neg 0.996 Fig. S4B
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Fig. S4C-F

KIR  allele KIR allotype Newly discovered
2N =366

k H k H Allele Allotype

All KIR 168 (7) 0.99 121 (5) 0.99 54 32

3DL3 34 (4) 0.93 22 (3) 0.91 14 6

2DS2 3 0.47 2 0.46

2DL2/3 11 0.74 11 0.74 4 3

2DL5B 9 0.44 3 0.27 1 1

2DS3/5 11 0.44 8 0.24 5 3

2DP1 13 (1) 0.80 6

2DL1 13 0.79 11 0.75 4 2

2DL4 15 0.76 8 0.64 3 1

3DL1/S1 22 0.91 20 0.87 7 7

2DL5A 2 0.02 2 0.02

2DS5t 2 0.02 2 0.02

2DS1 4 0.14 4 0.14

2DS4 8 0.70 2 0.50

3DL2 21 (2) 0.84 20 (2) 0.84 10 9

C

D
Number of haplotypes

motif total distinct

allele allotype

cen A01 204 55 38

cB01 60 26 21

cB02 44 14 12

cB03 22 8 7

cB04 19 8 7

cB06 16 5 4

cB05 3 3 3

total 119 92

tel tA01 316 56 52

tB04 21 4 4

tB03 21 5 5

tB01 5 2 2

tB05 2 2 1

tB02 1 1 1

total 70 61

full A 194 108 100

B 172 100 95

total 366 208 195

HLA k

A 26 0.91

B 32 0.93

C 23 0.88

E

percentile

(mean = 0.60)

0.95 0.86

0.99 0.89

0.999 0.92

West African
Genome wide
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