Supporting Table 1. Yeast strains used in this study.
	Yeast strain
	Genotype
	Reference

	BY4741
	MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	Euroscarf

	RS453
	MAT a; ade2-1; his3-11,15; ura3-52; leu2-3,112; trp1-1; can1-100; GAL+
	1

	RPB3-TAP
	RPB3-TAP::HIS3; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	HPR1-TAP
	HPR1-TAP::URA3; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	TAP-THO2
	TAP-THO2, MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	THO2-TAP
	THO2-TAP::URA3, MATa; ade2-1; his3-11,15; ura3-52; leu2-3,112; trp1-1; can1-100; GAL+
	this study

	MFT1-TAP
	MFT1-TAP::URA3; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	GBP2-TAP
	GBP2-TAP::URA3; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	HRB1-TAP
	HRB1-TAP::URA3; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	TAP-NPL3
	TAP::NPL3; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	NAB2-TAP
	NAB2-TAP::URA3; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	HPR1-TAP MFT1-His6
	HPR1-TAP::TRP1; MFT1-myc-His6::HIS3; MAT alpha; ade2-1; his3-11,15; ura3-52; leu2-3,112; trp1-1; can1-100; GAL+
	this study

	RIX1-TAP
	RIX1-TAP::TRP1; MAT alpha; ade2-1; his3-11,15; ura3-52; leu2-3,112; trp1-1; can1-100; GAL+
	this study

	PCF11-TAP
	PCF11-TAP::TRP1; MAT a; ade2-1; his3-11,15; ura3-52; leu2-3,112; trp1-1; can1-100; GAL+
	this study

	wt, σ active
	Ribo-YCT1::KanMX ; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	wt, σ  inactive
	RiboMut-YCT1::KanMX ;MATa; his3Δ1; leu2Δ0; met15Δ 0; ura3Δ0
	this study

	RPB3-TAP
σ active
	RPB3-TAP::HIS3; Ribo-YCT1::KanMX; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	RPB3-TAP
σ  inactive
	RPB3-TAP::HIS3; RiboMut-YCT1::KanMX ;MATa; his3Δ 1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	HPR1-TAP
σ active
	HPR1-TAP::URA3,Ribo-YCT1::KanMX; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	HPR1-TAP
σ  inactive
	HPR1-TAP::URA3, RiboMut-YCT1::KanMX; MATa; his3Δ 1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	TAP-THO2
σ  active
	TAP-THO2, Ribo-YCT1::KanMX ;MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	TAP-THO2
σ  inactive
	TAP-THO2;RiboMut-YCT1::KanMX; MATa; his3Δ1; leu2Δ 0; met15Δ0; ura3Δ0
	this study

	THP2-TAP
σ  active
	THP2-TAP::URA3; Ribo-YCT1::KanMX; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	THP2-TAP
σ  inactive
	THP2-TAP::URA3; RiboMut-YCT1::KanMX; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	MFT1-TAP
σ   active
	MFT1-TAP::URA3; Ribo-YCT1::KanMX; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	MFT1-TAP
σ  inactive
	MFT1-TAP::URA3; RiboMut-YCT1::KanMX; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	HRB1-TAP
σ  active
	HRB1-TAP::URA3; Ribo-YCT1::KanMX; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	HRB1-TAP
σ  inactive
	HRB1-TAP::URA3; RiboMut-YCT1::KanMX; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	GBP2-TAP
σ  active
	GBP2-TAP::URA3; Ribo-YCT1::KanMX; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	GBP2-TAP
σ  inactive
	GBP2-TAP::URA3; RiboMut-YCT1::KanMX; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	NAB2-TAP
σ  active
	NAB2-TAP::URA3; Ribo-YCT1::KanMX; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	NAB2-TAP
σ  inactive
	NAB2-TAP::URA3; RiboMut-YCT1::KanMX; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	TAP-NPL3
σ  active
	TAP::NPL3; Ribo-YCT1::KanMX; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	TAP-NPL3
σ  inactive
	TAP::NPL3; RiboMut-YCT1::KanMX; MATa; his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	this study

	YRA1 shuffle
	yra1::HIS3; MAT a; ade2-1; his3-11,15; ura3-52; leu2-3,112; trp1-1; can1-100; GAL+; pRS316-YRA1
	1

	YRA1 shuffle HPR1-TAP
	yra1::HIS3; HPR1-TAP::TRP1; MAT a; ade2-1; his3-11,15; ura3-52; leu2-3,112; trp1-1; can1-100; GAL+; pRS316-YRA1
	this study

	YRA1 shuffle THO2-TAP
	yra1::HIS3; THO2-TAP::TRP1; MAT a; ade2-1; his3-11,15; ura3-52; leu2-3,112; trp1-1; can1-100; GAL+; pRS316-YRA1
	this study

	RPB1 shuffle
	rpb1::HIS3; GAL1::YLR454::TRP1; MAT a; ade2-1; his3-11,15; ura3-52; leu2-3,112; trp1-1; can1-100; GAL+, pRS316-RPB1
	this study

	RPB1 shuffle HPR1-TAP
	[bookmark: _GoBack]rpb1::HIS3; HPR1-TAP::KanMX, GAL1::YLR454::TRP1, MAT a; ade2-1; his3-11,15; ura3-52; leu2-3,112; trp1-1; can1-100; GAL+, pRS316-RPB1
	this study

	Hpr1-Avi,
pRS315-BirA-NLS
	HPR1-Avi::KanMX, MAT a; ade2-1; his3-11,15; ura3-52; leu2-3,112; trp1-1; can1-100; GAL+, pRS315-BirA-NLS
	this study

	Hpr1-Avi,
Tho2-TAP
pRS315-BirA-NLS
	HPR1-Avi::KanMX, THO2-TAP::TRP1KL, MAT a; ade2-1; his3-11,15; ura3-52; leu2-3,112; trp1-1; can1-100; GAL+, pRS315-BirA-NLS
	this study

	SUB2-Avi,
pRS315-BirA-NLS
	SUB2-Avi::KanMX, MAT a; ade2-1; his3-11,15; ura3-52; leu2-3,112; trp1-1; can1-100; GAL+, pRS315-BirA-NLS
	this study

	SUB2-Avi,
Tho2-TAP
pRS315-BirA-NLS
	SUB2-Avi::KanMX, THO2-TAP::TRP1KL, MAT a; ade2-1; his3-11,15; ura3-52; leu2-3,112; trp1-1; can1-100; GAL+, pRS315-BirA-NLS
	this study

	YRA1-Avi,
pRS315-BirA-NLS
	YRA1-Avi::KanMX, MAT a; ade2-1; his3-11,15; ura3-52; leu2-3,112; trp1-1; can1-100; GAL+, pRS315-BirA-NLS
	this study

	YRA1-Avi,
Tho2-TAP
pRS315-BirA-NLS
	YRA1-Avi::KanMX, THO2-TAP::TRP1KL, MAT a; ade2-1; his3-11,15; ura3-52; leu2-3,112; trp1-1; can1-100; GAL+, pRS315-BirA-NLS
	this study

	RPB1-Avi,
pRS315-BirA-NLS
	RPB1-Avi::KanMX, MAT a; ade2-1; his3-11,15; ura3-52; leu2-3,112; trp1-1; can1-100; GAL+, pRS315-BirA-NLS
	this study

	RPB1-Avi,
THO2-TAP
pRS315-BirA-NLS
	RPB1-Avi::KanMX, THO2-TAP::TRP1KL, MAT a; ade2-1; his3-11,15; ura3-52; leu2-3,112; trp1-1; can1-100; GAL+, pRS315-BirA-NLS
	this study
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