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	Gene
	Fold change (log2 sm – dm)
	Adjusted binomial p-value

	Subordinate male-biased
	cytochrome P450, 11, A1 (CYP11A1)
	1.61
	0.0032

	
	nidogen 1 (NID1)
	1.50
	0.0085

	
	laminin, gamma 3 (LAMC3)
	1.38
	0.024

	
	collagen, type V1, alpha 2 (COL6A2)
	1.07
	0.024

	
	novel gene
	1.29
	0.037

	
	DENN domain containing protein 5B (DENND5B)
	1.02
	0.049

	Dominant 
male-biased
	short chain dehydrogenase/reductase family 9C, member 7 (SDR9C7)
	-3.22
	0.0012

	
	dual specificity phosphatase and pro isomerase domain containing 1 (DUPD1)
	-2.61
	0.0012

	
	transporter associated with antigen processing 2
	-1.42
	0.0032

	
	PHD finger protein 7 (PHF7)
	-1.56
	0.0059

	
	inositol 1,4,5-triphosphate receptor interacting protein-like 1 (ITPRIPL1)
	-1.52
	0.0085

	
	spermatogenesis associated 18 homolog (SPATA18)
	-1.47
	0.013

	
	phytanoyl-CoA 2-hydroxylase interacting protein-like (PHYHIPL)*
	-1.44
	0.024

	
	leucine rich repeat containing 7 (LRRC7)
	-1.21
	0.024

	
	iron-sulfur cluster homolog (IBA57)
	-1.18
	0.024

	
	replication factor 4 (RFC4)
	-1.04
	0.024

	
	OTU deubiquinating enzyme 1 homolog (YOD1)
	-1.15
	0.025

	
	interleukin 18 receptor 1 (IL18R1)
	-1.51
	0.025

	
	C22orf23
	-1.24
	0.025

	
	t-complex-associated-testis-expressed 3 
(TCTE3)
	-1.20
	0.033

	
	mitochondrial ribosomal protein L18
	-1.01
	0.049




