Table S3. Bacterial strains used in this study.
	Annotation
	Relevant genotypea
	Sourceb

	BH140 (MG1655)
	F- λ- ilvG- rfb-50 rph-1
	[1]

	BH121

(W3110)
	F- λ- rph-1 INV(rrnD, rrnE)
	[2]

	PL1679

(BL21(DE3))
	F– ompT gal dcm lon hsdSB λ(DE3)
	[3]

	PL2432

(BW25113)
	F- λ- rph-1 ∆(araD-araB) ∆lacZ ∆hsdR ∆(rhaD-rhaB)
	[4]

	BH141
	MG1655 pgm::kan
	[4]

	PL2449
	MG1655 galU::kan
	[4]

	BH167
	MG1655 galT::kan
	[4]

	BH169
	MG1655 otsA::kan
	[4]

	BH171
	MG1655 galE::kan
	[4]

	BH177
	MG1655 ugd::kan
	[4]

	BH643
	MG1655 opgG::frt
	Recombineering

	PL2450
	MG1655 opgG::kan
	[4]

	PL2455
	MG1655 opgH::kan
	[4]

	PL2325
	W3110 pgi::kan
	[4]

	PL2317
	W3110 zwf::kan
	[4]

	PL2342
	W3110 glgB::kan
	[4]

	PL2343
	W3110 glgC::kan
	[4]

	PL2340
	W3110 rfbA::kan
	[4]

	PL2341
	W3110 rfbB::kan
	[4]

	PL3236
	BW25113 galF::kan
	[4]

	BH317
	BH141 pgm::frt
	BH141/pCP20

	BH265
	PL2455 opgH::frt
	PL2455/pCP20

	BH666
	MG1655 rcsB::kan
	[4]

	BH183
	MG1655 rpoS::tet
	[5]

	PL3035
	MG1655 minCDE::kan
	[6]

	PL3036
	MG1655 slmA::kan
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	PL2974
	MG1655 clpX::kan
	[4]

	BH657
	MG1655 opgH::opgH-6xhis
	Recombineering

	BH663
	MG1655 opgH (PIC249AIA)
	Recombineering

	BH270
	BH265 galU::kan
	P1(PL2449) x BH265

	BH271
	BH265 opgG::kan
	P1(PL2450) x BH265

	BH485
	BH265 pgm::kan
	P1(BH141) x BH265

	BH667
	BH317 rcsB::kan
	P1(BH666) x BH141

	BH668
	BH265 rcsB::kan
	P1(BH666) x BH265

	BH192
	BH183 pgm::kan
	P1(BH141) x BH183

	BH194
	BH183 galU::kan
	P1(PL2449) x BH183

	BH206
	BH183 opgH::kan
	P1(PL2455) x BH183

	BH652
	BH317 minCDE::kan
	P1(PL3035) x BH317

	BH653
	BH265 minCDE::kan
	P1(PL3035) x BH265

	BH639
	BH317 slmA::kan
	P1(PL3036) x BH317

	BH640
	BH265 slmA::kan
	P1(PL3036) x BH265

	BH641
	BH317 clpX::kan
	P1(PL2974) x BH317

	BH642
	BH265 clpX::kan
	P1(PL2974) x BH265

	PL2452
	MG1655 ftsZ84 (tet)
	[8]

	BH173
	PL2452 pgm::kan
	P1(BH141) x PL2452

	BH175
	PL2452 galU::kan
	P1(PL2449) x PL2452

	BH352
	PL2452 opgH::kan
	P1(PL2455) x PL2452

	BH330
	MG1655 Plac::gfp-ftsZ (bla)
	[9]

	BH331
	BH141 Plac::gfp-ftsZ (bla)
	P1(BH330) x BH141

	BH647
	PL2455 Plac::gfp-ftsZ (bla)
	P1(BH330) x PL2455

	PL644
	PL3035 Plac::gfp-ftsZ (bla)
	P1(BH330) x PL3035

	BH654
	BH652 Plac::gfp-ftsZ (bla)
	P1(BH330) x BH652

	BH669
	BH653 Plac::gfp-ftsZ (bla)
	P1(BH330) x BH653

	BH645
	PL3036 Plac::gfp-ftsZ (bla)
	P1(BH330) x PL3036

	BH648
	BH639 Plac::gfp-ftsZ (bla)
	P1(BH330) x BH639

	BH649
	BH640 Plac::gfp-ftsZ (bla)
	P1(BH330) x BH640

	BH647
	PL2974 Plac::gfp-ftsZ (bla)
	P1(BH330) x BH647

	BH650
	BH641 Plac::gfp-ftsZ (bla)
	P1(BH330) x BH650

	BH651
	BH642 Plac::gfp-ftsZ (bla)
	P1(BH330) x BH651

	PL3180c
	W3110 ftsZ::kan
	[10]


a Plac indicates the lactose promoter. bla, tet and kan indicate ampicillin, tetracycline and kanamycin resistance cassettes. The kan resistance cassettes are flanked by frt sites for excision by the FLP recombinase leaving a frt scar sequence.

b P1 transduction is succinctly described as: P1(donor strain) x recipient strain.

c Supplemented with pKG110-ftsZ.
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