Table S5.  Summary of statistics for the RNA sequencing data. 

	
	siControl
	siPABPN1#6

	Total reads
	 196,998,210 
	 192,880,594 

	Mapped quality reads
	 171,148,013 
	 167,589,377 

	Properly paired
	 138,921,672 
	  140,875,804 

	Singletons
	 10,277,925 
	10,087,725

	Proportion of reads mapped to ncRNA genes (as opposed to protein-coding genes)
	4.7%
	5.5%
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