 Table S5. Oligonucleotide primers used in this study.

	Gene
	Primer
	Sequence 5’ – 3’

	ILV1a

	M13F:ILc
	dCGCCAGGGGTTTTCCCAGTCACGACGTCGACGTGCCAACGCCACAG

	
	ILSplitc

	AAGCATGTGCAGTGCCTTC

	
	M13R:LV1c
	eAGCGGATAACAATTTCACACAGGAGTCGACGTGAGAGCATGCTAA

	
	LV1Splitc
	CGCCCGGCCGACATCC

	barb
	M13F:BAc
	dCGCCAGGGGTTTTCCCAGTCACGACGTCGACAGAAGATGATATTGAAGGAG

	
	BaSplitc
	GAGCCCAGTCCCGTCCG

	
	M13R:ARc
	eAGCGGATAACAATTTCACACAGGACTAAATCTCGGTGACGGGCAGG

	
	ArSplitc
	CGCCCGGCCGACATCC

	NUT1f
	LF5’
	GCTGTGAATGATTCTCCCCCTTCC

	
	LF3’

	dGTCGTGACTGGGAAAACCCTGGCGTGTTGCGGCTGGATCCTTTATTC

	
	RF5’

	eTCCTGTGTGAAATTGTTATCCGCTACTTCTCCCCCAAAACAACAGG

	
	RF3’

	CGGATAGACTAGATGTTTTTTTTTCTTTCTTT

	
	NesF

	CTCCGGCCGTGAATGAATTGTG

	
	NesR


	TCCCCCTTCTTCACTTCTTTTCCTAG

	HXK1f
	LF5’
	GAACAGAACATCATGGCGGTTGG

	
	LF3’

	dGTCGTGACTGGGAAAACCCTGGCGGTGCCTGTTCAGTATTCTCAGTCAGTTTC

	
	RF5’

	eTCCTGTGTGAAATTGTTATCCGCTGACCCAAAGAAGATTGAGAAGCTGC

	
	RF3’

	CTTTGCAGGCCAGTCGAGGATC

	
	NesF

	GGTCACTCAAGGGCAACTTTCTTTACT

	
	NesR


	CCTGAGGGCCTGGGCACC

	HXK2f
	LF5’
	GTACTGGTAGTTTATGTATAGGTAGGTAGGCACTC

	
	LF3’

	dGTCGTGACTGGGAAAACCCTGGCGGGCTGCATGACACCGGGAGAC

	
	RF5’

	eTCCTGTGTGAAATTGTTATCCGCTGAAACACTCAAATCGGCGTCAGAG

	
	RF3’

	GACGCGACCGAGATCCAGCTC

	
	NesF

	GTAACAGGACTAGACTAGGCTTCATTGCTC

	
	NesR


	GCTCTAGTCTCCTGTGCGAATGGC

	GLK1 f
	LF5’
	GAGCCCAGTCAAACGTTGTATTCG

	
	LF3’

	dGTCGTGACTGGGAAAACCCTGGCGCTTGAGGGGTCTCGAGGTCGG

	
	RF5’

	eTCCTGTGTGAAATTGTTATCCGCTGACAGTATTGGAAGTCATGAGCGCG

	
	RF3’

	GGAGGTGGTGCTGTGCAGACG

	
	NesF

	CTTCGCCTAGCCGTGCCG

	
	NesR


	GCGCCACATATTCCCCGTACC

	MDT1f
	LF5’


	CCCGAACCCACAGGAGCTACAA

	
	LF3’

	dGTCGTGACTGGGAAAACCCTGGCGGAAAAAGACAACATAAAGCACCAGCAG

	
	RF5’

	eTCCTGTGTGAAATTGTTATCCGCTGCCTCCAAAACCATGATCGTCTG

	
	RF3’

	AAAGTTAGGTGATCTCATTGGAGCCC

	
	NesF

	GCCAACTCGAACGATATGCTGACT

	
	NesR


	GCCCCAAAGCACCTACAGCCT

	GHT2g
	qGHT2-F
	CATCAACCGCCGCACCAAG

	
	qGHT2-R
	CTTGGCGTGGTCGTGGTTGA

	RGT2 g
	qRGT2-F
	GCTCGCCTTCGCCTACTTCCT

	
	qRGT2-R
	TCCTCCTTGGCAGACTCGGTG

	HXT1 g
	qhxt1-F
	TTGCTTGGTTATTTGACGGGGAG

	
	qhxt1-R
	GACCTTCTTCTCATCAGCCACGC

	HXK1 g
	QRT-Hxk1 F 
	GAACTACCGCTCTTGCCATGTGG

	
	QRT-HXK1 R 
	TCACTTAAAGTTCTCTGGGTTGCTGATG

	HXK2 g
	QRT-Hxk2 F
	CAGGAGACTAGAGCCGAGCTGGAT

	
	QRT-Hxk2 R
	TTCAAGACACGCCAGCGCC

	GLK1 g
	qGLK1-F
	GCTGTGGTCCTGAAGACGGGC

	
	qGLK1-R
	GCACTCTTCTCCATCTCAGCCG

	PRN3 g
	qPRN3-F
	CTACGATGACGACCTTCACGGC

	
	qPRN3-R
	TCCACTCGCCCTGCCACC

	GNI1 g
	Gni1 qPCR-F
	CGTCTCGCCGGACCTGGTTC

	
	Gni1 qPCR-R
	ACAAGCTGGGTCGAGACAAACG

	XYR1 g
	qXR1-F
	CCCTCTTCACCCACCCCACC

	
	qXR1-R
	GATGTAGATGGGAGGGCTCAGGTC

	MDT1 g
	RT-Mat1 F1
	GCCAACTCGAACGATATGCTGACT

	
	RT-Mat1 R1
	GCCCCAAAGCACCTACAGCCT

	TUB2 g
	QRT-PCR b-tub F2

	CGCGGCCTCAAGATGTCGT


	
	QRT-PCR b-tub R2

	GCCTCCTCCTCGTACTCCTCTTCC

	ADH1 g
	qADH-F
	ATCACCATCAAGGGCAGCTACG

	
	qADH-R
	TCCCTACGACCTTGCCCTGCT

	ICL1 g
	qICL1-F
	AGAGCAACAGGGAAGCCAGAGC

	
	qICL1-R
	GCTGCTCACACCACCCGTCA

	PFK1 g
	qPFK-F
	CCGATGAAGGAGGTGGAGGACA

	
	qPFK-R
	CAGTCCACGTTTGACATCTTTAGCC

	FBP1 g
	qFBP-F
	CCGCCCCTAACCTTTTGAAATACT

	
	qFBP-R
	CTTTACTTTTTCAACCTCATCCCAGC

	SPM1 g
	MGG_03670R
	TCTTCGACTCTGTGAACGATGCCT

	
	MGG_03670F
	GTGAGGATGAGAGACTTGAGCT

	PTH11 g
	QRT-PCR Pth11F1
	GCGTCCGACGTTCCCGAC

	
	QRT-PCR Pth11R1
	GCTGAGAACGTCGATGGGGATCT

	ß-glucosidase 1 g
	CWDE1 F1
	GACCCGCCCGTCGTCCT

	
	CWDE1 R1
	GTTCAGGTCAGCACTCAGATGGAGC

	feruloyl esterase B g
	CWDE2 F1
	CCTATGACCGCGTCGCCG

	
	CWDE2 R1
	CTACCCCATTCCACTTTGACCTGTGC

	exoglucanase 1 g
	CWDE3 F1
	CTAAGCTCAACGCCGCCTACG

	
	CWDE3 R1
	CCAATGGGGCCGAACCG

	NIA1 g
	Nia1F1
	TGGCAACCGAACAGAGGAAGAC

	
	Nia1R1
	TCAGAAAAACAACAAATCATCATCCTT

	G6PDH g
	G6PDHF1
	GATCCCTGAGGCTTACGAATCATTGA

	
	G6PDHR1
	TCAGAACTTGTTAGCGTGCAGCG

	ACT1g
	MgActinF 
	AGCGTGGTATCCTCACTTTGCG

	
	MgActinR 
	TCATCTTCTCTCGGTTGGACTTGG

	Hph h
	Hyg 5’ Fw i
	GAAAAAGCCTGAACTCACCGCG

	
	Hyg 5’ Rev i 
	CGCGGTGAGTTCAGGCTTTTTC

	
	Hyg 3’ Fw i
	ACCGACGCCCCAGCACTC

	
	HYG 3’ Rev i 
	GAGTGCTGGGGCGTCGGT

	MDT1
	MAT1-GFJ
	kTATAGGGCGAATTGGGTACTCAAATTGGTTGTGATTTCAAACCATGCGAACCTT

	
	MAT1-GRJ
	kCCCGGTGAACAGCTCCTCGCCCTTGCTCACCTGACACTGCCATTGCCAATATTG


a Encoding the sulphonylurea resistance cassette [1].  b Encoding the bialaphos resistance marker [2]. c Primers used to amplify the selectable marker for split marker deletion ([3] and Figure S5).  d M13F sequence, highlighted in bold, is upstream of the gene specific sequence [3].  e M13R sequence, highlighted in bold, is upstream of the gene specific sequence [3].  f Primers for splitmarker deletion construct [3].  g Primers used for qRT-PCR analysis.  h Encoding the hygromycin resistance cassette [4].  I Primers for inverse PCR.  JPrimers for (mdt1 complementation. k Underlined sequence is homologous to the XhoI site flanking sequences on the yeast vector pDL2 [5].
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