Table S1. Bacterial strains and plasmids used in this study.
	Strain
	Genotype
	Source or reference

	 Escherichia coli strains
	
	 

	MG1655
	F- lambda- ilvG- rfb-50 rph-1
	[1]

	JW0675-1
	BW25113 pgm::kan
	[2]

	BH141
	MG1655 pgm::kan
	This work

	BH317
	BH141 (pgm
	This work

	WM1659
	TX3772 ftsA* leu::Tn10 tet
	
 ADDIN EN.CITE 
[3]


	BH142
	MG1655 ftsA* leu::Tn10 tet
	This work

	RRL32
	AB1157 ssb-ypet kan
	[4]

	BH321
	MG1655 ssb-ypet kan
	This work

	BH318
	BH317 ssb-ypet kan
	This work

	BH323
	BH142 ssb-ypet kan
	This work

	PB103 ((DR120)
	Plac-gfp-ftsZ ap
	[5]

	BH330
	MG1655 Plac-gfp-ftsZ ap
	This work

	BH331
	BH141 Plac-gfp-ftsZ ap
	This work

	BH332
	BH142 Plac-gfp-ftsZ ap
	This work

	BH397
	MG1655/pDS596
	This work

	BH398
	BH141/pDS596
	This work

	BH399
	BH142/pDS596
	This work

	SG102
	MC1000 lacO::glmS kan/pSG20
	[6]

	BH413
	MG1655 lacO::glmS kan/pSG20
	This work

	BH415
	BH317 lacO::glmS kan/pSG20
	This work

	BH418
	BH142 lacO::glmS kan/pSG20
	This work

	PL3180
	W3110 ftsZ::kan/pWM2765
	[7]

	BH633
	MG1655 ftsZ::kan/pWM2765
	This work

	
	
	

	 Bacillus subtilis strains
	
	

	JH642
	trpC2 pheA1
	[8]

	PL1310
	JH642 pgcA::Tn10 cat
	[9]

	BH439
	JH642 swrA+
	This work

	BH440
	PL1310 swrA+
	This work

	KPL378
	JH642 dnaX-gfpmut2 spc
	[10]

	BH292
	JH642 dnaX-gfpmut2 spc
	This work

	BH293
	PL1310 dnaX-gfpmut2 spc
	This work

	DCL696
	JH642 yyaC::(lacO cat) thrC::(lacI-gfp mls)
	[11]

	BH301
	JH642 yyaC::(lacO cat) thrC::(lacI-gfp mls)
	This work

	BH302
	PL1310 yyaC::(lacO cat) thrC::(lacI-gfp mls) 
	This work

	PL2084
	ftsZ::spc, amyE::Pxyl-ftsZ mls
	[12]

	BH631
	ezrA::ezrA (R510D) swrA+
	This work

	
	
	

	Plasmids
	
	

	pSG20
	pBAD18 lacI-gfp ap
	[6]

	pDS596
	pING1 ParaB-dnaA+ap
	[13]

	pWM2765
	pACYC184 PnahG-ftsZ ap
	[7]
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