Table S2. BTG1 deletion breakpoint sequences in BTG1 MLPA deletion-positive BCP-ALL

cases and cell lines.

Reference
BCP-ALL 1008
BCP-ALL 1014
BCP-ALL 1048
BCP-ALL 1069
BCP-ALL 1084
BCP-ALL 1086
BCP-ALL 1097
BCP-ALL 1134*1a
BCP-ALL 1134*1b
BCP-ALL 1134*2
BCP-ALL 1135*1
BCP-ALL 1135%2
BCP-ALL 1146*1a
BCP-ALL 1146*1b
BCP-ALL 1146%*2
BCP-ALL 1146*3
BCP-ALL 1157*1
BCP-ALL 1157*2
BCP-ALL 1177
BCP-ALL 1216
BCP-ALL 1238*1
BCP-ALL 1238*2
BCP-ALL 1240*1
BCP-ALL 1240%*2
BCP-ALL 1244*1
BCP-ALL 1244%*2
BCP-ALL 1244*3
BCP-ALL 1264
BCP-ALL 1273
BCP-ALL 1278
BCP-ALL 1315
BCP-ALL 1316
BCP-ALL 1341*1
BCP-ALL 1341%2
BCP-ALL 1341%*3
BCP-ALL 1341*4
BCP-ALL 1344*1
BCP-ALL 1344*2a
BCP-ALL 1344*2b
BCP-ALL 1385
BCP-ALL 1411
BCP-ALL 1442
BCP-ALL 1457*1
BCP-ALL 1457%*2
BCP-ALL 1471
BCP-ALL 1490
BCP-ALL 1529
BCP-ALL 1545*1

TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTCACACTCTGGG
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGA
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTCA
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTC
TCAGGAGCTGTTCAGGC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTCA
TCAGGAGCTGTTCAGGCTTCTCCCAAGT
TCAGGAGCTGTTCAGGCTTCTCCCAAG
TCAGGAGCTGTTCAGGCTTCTCCCAAGTG
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTCA
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACT
TCAGGAGCTGTTCAGGCTTCTCCCAAGT
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAAC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAA
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTCA
TCAGGAGCTGTTCAGGCTTCTCCC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAAC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGA
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAAC
TCAGGAGCTGTTCAGGCTTC
TCAGGAGCTGTTCAGGCTTCTCCCAAGT
TCAGGAGCTGTTCAGGCT

TCAGGA

TCAGGAGCTGTTCAGGCTTC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACT
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAA
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTCA
TCAGGAGCTGTTCAGGCT
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTCA
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACT
TCAGGAGCTGTTCAGGCTTC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTCA
TCAGGAGCTGTTCAGGCTTC
TCAGGAGCTGTTCAGGCTTCTCCCAAG
TCAGGAGCTGTTCAGGCTTCTCCCAAG
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACT
TCAGGAGCTGTTCAGGCTTCTCCCAAGTG

TC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTC
TCAGGAGCTGTTCAGG
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTCA
TCAGGAGCTGTTCAGGCT
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTC
TCAGGAGCTGTTCAGGCTTC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTCA
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTC
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BCP-ALL 1545%2
BCP-ALL 1559*1
BCP-ALL 1559*2
BCP-ALL 1582
BCP-ALL 1592
BCP-ALL 1598
BCP-ALL 1599
BCP-ALL 1629*1
BCP-ALL 1736*2
BCP-ALL 1630*1
BCP-ALL 1630%*2
BCP-ALL 1654
BCP-ALL 1736*1
BCP-ALL 1736*2
BCP-ALL 1749
BCP-ALL 1755
BCP-ALL 1767
BCP-ALL 1772*1
BCP-ALL 1772%*2
BCP-ALL 1779
BCP-ALL 1827
BCP-ALL 1838
BCP-ALL 1853*1
BCP-ALL 1853*2
BCP-ALL 1865
BCP-ALL 1888
BCP-ALL 1894
BCP-ALL 1896*1
BCP-ALL 1896*2
Cell line 380
Cell line Mutz5
Cell line REH
Cell line SupB15

Reference
BCP-ALL 1135*1

Reference

Cell line 380
BCP-ALL 1240*1
BCP-ALL 1315
BCP-ALL 1341*1
BCP-ALL 1490
BCP-ALL 1767
BCP-ALL 1827

TCAGGAGCTGTTCAGGCTTCTCCCAAGT
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAAC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAAC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAAC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAAC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGA
TCAGGAGCTGTTCAGGCTTCTCCCAAGTG
TCAGGAGCTGTTCAGGCTTCTCCCAAGTG
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTCA
TCAGGAGCTGTTCAGGCTTCTCCCAAGTG
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTCA
TCAGGAGCTGTTCAGGCTTCTCCCAAGTG
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAA
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACT
TCAGGAGCTGTTCAGGCTTC
TCAGGAGCTGTTCAGGCTTC
TCAGGAGCTGTTCAGGCTTCTCCCAAGT
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTC
TCAGGAGCTGTTCAGGCTTC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTCA
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTCA
TCAGGAGCTGTTCAGGCTTCTCCC
TCAGGAGCTGTTCAGGCTTCTCC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAAC
TCAGGAGCTGTTCAGGCTT
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTCA
TCAGGAGCTGTTCAGGCTTC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACT
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAAC
TCAGGAGCTGTTCAGGCTTCTCCCAAGTGAACTCA
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GAGCTATGCTACTGTGTAGCTTAGGACAACTCGTTTGTCTGCTCTGGTACTCAAGT

GCTTAGGACAACTCGTTTGTCTGCTCTGGTACTCAAGT

CATACCTGTGTACGTGTTTAATTTCCTTITTITITITITITITITITITGAGACAGA

TTTTTTTTTTTITITTGAGACAGA
TTTTTTTTTITTITTITITTGAGACAGA
TTTTTTTTTTTTGAGACAGA
TTTTTTTTTTTTTATGAGACAGA
TTTTTTTTTTTTTTTTGAGACAGA
TTTTTTTTITTITTITCTTGAGACAGA
TTTTTTTTTTTTTITITTTGAGACAGA

Reference

BCP-ALL 1008
BCP-ALL 1014
BCP-ALL 1048
BCP-ALL 1069
BCP-ALL 1097

AAGATGTTCCATTGTGTGAAACAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA

CGGCTCCTAGCTTTCATACATTTCCAGGATCA
ACAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
GAAACAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
CAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
GAAACAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA




BCP-ALL 1134*1a
BCP-ALL 1134*1b
BCP-ALL 1135%2
BCP-ALL 1146*1a
BCP-ALL 1146*1b
BCP-ALL 1157*1
BCP-ALL 1177
BCP-ALL 1216
BCP-ALL 1238*1
BCP-ALL 1240%*2
BCP-ALL 1244*1
BCP-ALL 1264
BCP-ALL 1273
BCP-ALL 1278
BCP-ALL 1341%*2
BCP-ALL 1344*1
BCP-ALL 1411
BCP-ALL 1442
BCP-ALL 1457*1
BCP-ALL 1529
BCP-ALL 1545*1
BCP-ALL 1559*1
BCP-ALL 1582
BCP-ALL 1592
BCP-ALL 1599
BCP-ALL 1629
BCP-ALL 1630*1
BCP-ALL 1736*1
BCP-ALL 1749
BCP-ALL 1772*1
BCP-ALL 1853*1
BCP-ALL 1865
BCP-ALL 1888
BCP-ALL 1896*1
Cell line REH

GCGGCTCCTAGCTTTCATACATTTCCAGGATCA
CGGCTCCTAGCTTTCATACATTTCCAGGATCA
AGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
GCGGCTCCTAGCTTTCATACATTTCCAGGATCA
GCGGCTCCTAGCTTTCATACATTTCCAGGATCA
AGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
GGCTCCTAGCTTTCATACATTTCCAGGATCA
TAGCTTTCATACATTTCCAGGATCA
AACAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
TGAAACAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
GCGGCTCCTAGCTTTCATACATTTCCAGGATCA
ACAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
GCGGCTCCTAGCTTTCATACATTTCCAGGATCA
GCGGCTCCTAGCTTTCATACATTTCCAGGATCA
ACAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
TGAAACAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
AACAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
GCGGCTCCTAGCTTTCATACATTTCCAGGATCA
GCGGCTCCTAGCTTTCATACATTTCCAGGATCA
AACAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
GCGGCTCCTAGCTTTCATACATTTCCAGGATCA
AGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
GCGGCTCCTAGCTTTCATACATTTCCAGGATCA
AAACAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
CAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
AAACAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
CAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
GAAACAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
AACAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
GAAACAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
ACAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
GCGGCTCCTAGCTTTCATACATTTCCAGGATCA
CAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
CAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA
GAAATAGCGGCTCCTAGCTTTCATACATTTCCAGGATCA

Reference

Cell line Mutz5
Cell line SupB15
BCP-ALL 1157%*2
BCP-ALL 1853*2

Reference
BCP-ALL 1084
BCP-ALL 1146%*2
BCP-ALL 1238%*2
BCP-ALL 1244%*2
BCP-ALL 1316
BCP-ALL 1341%*2
BCP-ALL 1344*2a
BCP-ALL 1344*2b
BCP-ALL 1457*2

GAAGAAAACAGCTGTGTGCAGATAGACAATAGGGAAAAGGCACAGGAAGAGGAACT
GATAGACAATAGGGAAAAGGCACAGGAAGAGGAACT
TGCAGATAGACAATAGGGAAAAGGCACAGGAAGAGGAACT
CAATAGGGAAAAGGCACAGGAAGAGGAACT
GATAGACAATAGGGAAAAGGCACAGGAAGAGGAACT

CCAATGCACTGCAGTGCCAGCTCCAGGGCCAGGCAGTAAATATTTGTTGAATGAAA
CCAGGGCCAGGCAGTAAATATTTGTTGAATGAAA
CCAGGGCCAGGCAGTAAATATTTGTTGAATGAAA

AGGGCCAGGCAGTAAATATTTGTTGAATGAAA
CAGCTCCAGGGCCAGGCAGTAAATATTTGTTGAATGAAA
GCTCCAGGGCCAGGCAGTAAATATTTGTTGAATGAAA
CCAGGGCCAGGCAGTAAATATTTGTTGAATGAAA
CCAGGGCCAGGCAGTAAATATTTGTTGAATGAAA
CCAGCTCCAGGGCCAGGCAGTAAATATTTGTTGAATGAAA
CAGCTCCAGGGCCAGGCAGTAAATATTTGTTGAATGAAA




BCP-ALL 1471
BCP-ALL 1545*2
BCP-ALL 1779

Reference
BCP-ALL 1086

Reference
BCP-ALL 1598
BCP-ALL 1654

Reference
BCP-ALL 1134*2
BCP-ALL 1146*3
BCP-ALL 1244*3
BCP-ALL 1341*4
BCP-ALL 1385
BCP-ALL 1559*2
BCP-ALL 1736*2
BCP-ALL 1630*2
BCP-ALL 1736*2
BCP-ALL 1755
BCP-ALL 1772%*2
BCP-ALL 1838
BCP-ALL 1894
BCP-ALL 1896*2

GCTCCAGGGCCAGGCAGTAAATATTTGTTGAATGAAA
GGGGCAGGCAGTAAATATTTGTTGAATGAAA
CCAGCTCCAGGGCCAGGCAGTAAATATTTGTTGAATGAAA

GGGAATGGCCTICTGTGCCTGTCAGCTTGGACTTTCCAAAGTCAGCAGGCTGGAATG
GTCAGCTTGGACTTTCCAAAGTCAGCAGGCTGGAATG

AGATAAATTCACAGTGTAAAAGCAATTATGATTTCCATAGATATTGCCAATGTCAA
ATGATTTCCATAGATATTGCCAATGTCAA
ATGATTTCCATAGATATTGCCAATGTCAA

TAACGTTATCACTGTGGGACAGCGTAGTGTGTTTGGGAAAACTTAGTCTTTTTTGT
AGCGTAGTGTGTTTGGGAAAACTTAGTCTTTTTTGT
GACAGCGTAGTGTGTTTGGGAAAACTTAGTCTTTTTTGT
AGCGTAGTGTGTTTGGGAAAACTTAGTCTTTTTTGT
GCGTAGTGTGTTTGGGAAAACTTAGTCTTTTTTGT
GACAGCGTAGTGTGTTTGGGAAAACTTAGTCTTTTTTGT
AGCGTAGTGTGTTTGGGAAAACTTAGTCTTTTTTGT
GCGTAGTGTGTTTGGGAAAACTTAGTCTTTTTTGT
AGCGTAGTGTGTTTGGGAAAACTTAGTCTTTTTTGT
GCGTAGTGTGTTTGGGAAAACTTAGTCTTTTTTGT
CAGCGTAGTGTGTTTGGGAAAACTTAGTCTTTTTTGT
ACAGCGTAGTGTGTTTGGGAAAACTTAGTCTTTTTTGT
CAGCGTAGTGTGTTTGGGAAAACTTAGTCTTTTTTGT
GGACAGCGTAGTGTGTTTGGGAAAACTTAGTCTTTTTTGT
ACAGCGTAGTGTGTTTGGGAAAACTTAGTCTTTTTTGT

Sequencing of intragenic BTG1 deletions demonstrates the presence of (near) consensus DNA sequence motifs

for VV(D)J recombination flanking the breakpoint hotspot in exon 2 of BTG1 and the distal breakpoint clusters.
The consensus heptamer RSS [CAC(A/T)(A/G)(C/IT)(A/G) on (+) strand and (C/T)(A/G)(C/T)(A/T)GTG on (-)
strand] is shown in red and bold. Mismatches from consensus are underlined. Single nucleotide mutations are

indicated in grey. The nucleotides inserted between the proximal BTG1 and the distal breakpoints are indicated.



