Table S19. Contingency matrix for chi-square test against the null hypothesis that miRNA-pathway interactions are not associated with the genomic cluster of the miRNAs. miRNA pairs transcribed from a common genomic cluster are twice as likely to co-interact with at least one common pathway as miRNA pairs transcribed from different clusters.

	Observed
	MiRNA pair belongs to the same genomic cluster
	MiRNA pair belongs to different genomic clusters
	 

	MiRNA pair is never connected to the same pathway
	8
	319
	327

	MiRNA pair is connected to same pathway at least once
	34
	200
	234

	 
	42
	519
	561

	 p=8.22022E-08
	 
	 
	 

	
	
	
	


