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RING B-Box2 Coiled Coil B30.2 (PRY-SPRY)

Han et al, Figure S4

F3

F2

F1

A1/A2

C8

C1/C2

C6

B5

B1

B2

H1

H2

G1

Tree1

Tree2

F3

F2

F1

A1/A2

C8

C1/C2

C6

B5

B1

B2

H1

H2

G1

Tree3

F3

F2

F1

A1/A2

C8

C1/C2

C6

B5

B1

B2

H1

H2

G1

Tree4

F3

F2

F1

A1/A2

C8

C1/C2

C6

B5

B1

B2

H1

H2

G1

0.76 (10:4)
inf (2:0)

2.3 (7:1)

inf (7:0)

(0:0)

1.9 (7:1)

0.12 (2:5)

1.2 (4:1)

 (0:0)

0.0 (0:1)inf (3:0)

0.54 (6:4)

inf (32:0)

0.41 (12:10)

0.13 (28:71)

inf (6:0)

inf (2:0)

 (0:0)
0.77 (2:1)

0.0 (0:1)

 (0:0)
0.27 (20:24)

0.78 (60:26)

2.0 (6:1)

inf (5:0)inf (3:0)

1.2 (4:1)

2.3 (8:1)

0.69 (9:4)

 (0:0)

0.0 (0:1)inf (3:0)

0.45 (5:4)

0.12 (2:5)

0.47 (13:9)

inf (32:0)

inf (6:0)

inf (2:0)
0.80 (2:1)

 (0:0)

0.13 (27:71)

0.0 (0:1)

 (0:0)
0.27 (20:24)

3.4 (58:6)

0.79 (60:25)
Weak node 
  collapsed

0.24 (5:6)

inf (20:0)inf (6:0)

0.39 (41:34)

0.58 (130:72)
1.5 (42:9)

inf (7:0)

0.38 (13:11)

1.3 (42:11)
0.32 (1:1)

inf (2:0)1.4 (8:2)

0.66 (133:65)
inf (4:0)

inf (2:0)

inf (11:0)
0.35 (217:201)

inf (1:0)

inf (4:0)0.36 (22:20)

0.43 (217:161)

0.37 (23:19)

3.5 (59:5)
0.38 (41:34)

0.60 (135:72)

0.24 (5:6)

inf (5:0) inf (20:0)

1.4 (41:9)

1.3 (42:11)

0.39 (13:11)

inf (7:0)

1.4 (8:2)

0.32 (1:1)

inf (2:0)

inf (4:0)
0.67 (138:66)

0.34 (231:215)

inf (2:0)

inf (12:0)

inf (1:0)

0.35 (22:20) inf (4:0)

0.42 (230:177)

breakpoint of
phylogenetic incongruency

Weak node 
  collapsed


