Table S2. 
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response to stimulus 8.01E-06 50 orf19.1045 orf19.2095 orf19.223 orf19.2863.1 orf19.2907.1

response to chemical stimulus 0.0001744 31 orf19.1340 orf19.2276 orf19.2541 orf19.2891 orf19.3218

biopolymer metabolic process 0.0001957 190 orf19.1011 orf19.1026 orf19.1041 orf19.1063 orf19.3114

cellular biopolymer metabolic process 0.0004998 183 orf19.1007 orf19.1191 orf19.1356 orf19.330.1 orf19.3349

nucleosome organization 0.0006255 11 orf19.3399 orf19.2070 orf19.1177 orf19.2099 orf19.1734

response to drug 0.0006398 18 orf19.136 orf19.1365 orf19.2314 orf19.2517 orf19.3232

macromolecule metabolic process 0.0007274 190 orf19.1185 orf19.1409.1 orf19.1626 orf19.2739 orf19.3307

proteolysis 0.0010001 23 orf19.2686 orf19.1392 orf19.2131 orf19.1993 orf19.2549

cellular macromolecule metabolic process 0.0015446 183 orf19.2516 orf19.1624 orf19.185 orf19.1137 orf19.3333

organic acid metabolic process 0.0022803 12 orf19.2008 orf19.3341 orf19.1201 orf19.2306 orf19.3283

carboxylic acid metabolic process 0.0022803 12 orf19.1934 orf19.2045 orf19.2989 orf19.2794 orf19.2984

modification-dependent protein catabolic process 0.0027637 18 orf19.2703 orf19.1085 orf19.2549 orf19.3006 orf19.213

RNA metabolic process 0.0033269 102 orf19.2064 orf19.1496 orf19.3055 orf19.1878 orf19.3177

gene expression 0.0036068 119 orf19.325 orf19.1491 orf19.2760 orf19.2369 orf19.2146

response to stress 0.0036139 27 orf19.2473 orf19.291 orf19.3108 orf19.2499 orf19.130


