Table S2. Expression vectors
name
marker/vector(/promoter
protein/chimera
primers†
description


pGAD-C1
LEU2/2µ/ADH1p
Gal4AD
-
1[]

pCTC85
LEU2/2µ/ADH1p
Gal4AD-Sir21-562
-

 ADDIN EN.CITE 
[2]



pCC4
TRP1/CEN/SIR3p
Sir3-Sir2243-562
-

 ADDIN EN.CITE 
[3]

pCC7*
TRP1/CEN/SIR3p
Sir2
-
“”

pCC10
TRP1/CEN/SIR3p
Sir3-Hos32-549
-
“”

pBTM116H
HIS3/2µ/ADH1p
lexA
1,2
HIS3 replaced TRP1 of pBTM116 
 ADDIN EN.CITE 
[4]
 by P-MPGR†.
pRS403-lexA
HIS3/Int/ADH1p
lexA
-
ADH1p-lexA fragment (SphI) of pBTM116 was cloned between 





EcoRI/BamHI of pRS403.





pRS403-lexA-Sir278-562   
HIS3/Int/ADH1p
lexA-Sir278-562
-
ADH1p-lexA-Sir2 fragment (SphI) of pGLC117 5[]





was cloned between the EcoRI/BamHI sites of pRS403.

pCSW1*
HIS3/CEN/SIR3p
lexA-Sir2243-562
3,4
HIS3 replaced TRP1 of pCC18 
 ADDIN EN.CITE 
[3]
 by P-MPGR.

pCSW2
HIS3/CEN/ADH1p
lexA
-
pRS403-lexA was converted to pRS413 CEN/ARS derivative by F-MPGR(.

pCSW3*
HIS3/CEN/SIR3p
lexA-Sir2243-562(H364Y)
-
H364Y fragment of pSIR2-H364Y 6[]
 replaced





corresponding region of pCSW1 by F-MPGR.

pCSW6
HIS3/CEN/SIR3p
lexA-Sir2428-562
5,6
The Sir2243-427 portion of pCSW1 was removed by O-MPGR†.

pCSW10*
HIS3/CEN/SIR3p
lexA-Sir2243-547
7,8
The Sir2548-562 portion of pCSW1 was removed by O-MPGR.

pCSW14
HIS3/2µ/ADH1p
Sir3-lexA
-
ADH1p-Sir3-lexA fragment of pBC8 (R. Sternglanz, unpublished) replaced






ADH1p-lexA of pBTM116H by F-MPGR.

pCSW17
HIS3/CEN/ADH1p
Sir3-lexA
-
ADH1p-Sir3-lexA fragment of pBC8 replaced ADH1p-lexA of pCSW2 by 





F-MPGR.

pCSW21*
HIS3/2µ/SIR3p
lexA-Sir2243-562
-
pCSW1 was converted to a pRS423 2µ derivative by F-MPGR.

pCSW22
HIS3/2µ/ADH1p
lexA-Sir278-562
-
lexA-Sir2 fragment of pGLC117 replaced lexA of pBTM116H by F-MPGR.

pCSW23*
HIS3/2µ/ADH1p
lexA-Sir2243-562(H364Y)
-
lexA-Sir2(H364Y) of pCSW3 replaced lexA-Sir2 of pCSW22 by F-MPGR.

pCSW55*
TRP1/2µ/ADH1p
lexA-Sir2243-562(H364Y)
-
lexA-Sir2(H364Y) of pCSW23 replaced lexA-Sir2 of pGLC117 by F-MPGR.

pCSW56*
HIS3/2µ/ADH1p
lexA-Sir2243-499(H364Y)
9,10
The Sir2500-562 portion of pCSW23 was removed by O-MPGR.

pCSW58
LEU2/2µ/ADH1p
Gal4AD-Sir2243-562
11/12
Sir21-242 of pCTC85 was removed by O-MPGR.

pCC24
HIS3/CEN/SIR3p
Sir3-Hos32-549
3,4
HIS3 replaced TRP1 of pCC10 by P-MPGR.

pCC34
HIS3/CEN/SIR3p
Sir3-Sir2243-562
3,4
HIS3 replaced TRP1 of pCC4 by P-MPGR.

pYFC1
HIS3/2µ/ADH1p
lexA-Sir2499-562
13,14
The Sir2243-498 portion of pCSW23 was removed by O-MPGR.

pYFC2
HIS3/2µ/ADH1p
lexA-Sir2525-562
15,16
The Sir2243-524 portion of pCSW23 was removed by O-MPGR.

pYFC6
HIS3/2µ/ADH1p
lexA-Hst1440-503
17,18
Hst1440-563 (PCR of genomic DNA) replaced the Sir2243-562 portion of pYFC1





by P-MPGR.


pYFC14
TRP1/CEN/SIR3p
Sir3-Hos32-549-Sir2499-562
19,20
Sir2499-562 of pCC4 was added to pCC10 by P-MPGR.

pYFC15
HIS3/CEN/SIR3p
Sir3-Hos32-549-Sir2499-562
3,4
HIS3 replaced TRP1 of pYFC14 by P-MPGR.

pYFC16*
HIS3/CEN/SIR3p
Sir2
3,4
HIS3 replaced TRP1 of pCC7 by P-MPGR.





(  Either high-copy (2µ), low-copy (CEN) or integration (Int) vector. 

†  Primers (listed in table S3) were used in either P-MPGR (PCR-Mediated Plasmid Gap Repair) or O-MPGR (Oligonucleotide-Mediated Plasmid Gap Repair) to construct the respective clones.

*  The expression construct includes a 12 amino acid Sir3 peptide (Sir3967-978) at the Sir2 N-terminus. The peptide is not required for cohesion by lexA-Sir2.

(  Construction of plasmids by in vivo recombination between restriction digestion is denoted here as F-MPGR (Fragment-Mediated Plasmid Gap Repair).     
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