Table S1

	Strain
	Genotype
	Reference

	Hu1867
	h+fft3::hph ade6-M210 uraDS/E leu1-32
	This study

	FY412
	h+ cc2(SphI)::ura4+ leu1-32 ura4-DS/E ade6-M210
	Allshire et al. [1]

	Hu1321
	h+ fft3::KanMX6 cc2(SphI):ura4+ leu1-32 ura4-DS/E ade6-M210
	This study

	Hu199
	h+ade6-M210/Ch16 ade6-M216 M23::ura4+ leu1-32 ura4-DS/E
	Allshire et al. [2]

	Hu1666
	h+ fft3::KanMX4 ade6-M210/Ch16 ade6-M216 M23::ura4+ leu1-32 ura4-
	This study

	Hu29
	h- ade6-M210 leu1-32 ura4-D18
	This study

	FY340
	h+ TM1::ura random integrant leu1-32 ura4-DS/E ade6-M210
	[1]

	Hu111
	h+ leu1-32 ura4-DS/E ade6-(Nco
	

	Hu1270
	h+ fft3-myc::KanMX6 leu1-32 ade6-M210 ura4-D18
	This study

	Hu1824
	h- pht1-myc::KanMx6  leu1-32 ade6-M210 ura4-D18
	Buchanan et al.


[3] ADDIN EN.CITE " 

	Hu1993
	h- fft3::hph pht1-myc::KanMx6  leu1-32 ade6-M210 ura4-
	This study

	Hu303
	h- 
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