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Table S11. Predicted miRNA targets (corresponding to Figure 5C). Igfbp5, Nfic and Ctnnall represent up-regulated genes with predicted miRNA target sites of down regulated miRNAs in Srf knockdown.

miRNA miRanda

3'UTR sequence position 3'UTR alignment Free energy

Gene (NCBI37/mm9) miRNA align.rr)ent miRNA alignment position 3'UTR alignment match [kCal/Mol]
position score
lgfbp5 Chr1:72904506-72908950[-] mmu-miR-196b 2to21 3'ggGTTGTTGTCCTTTGATGGAL 5' 472 to 493 5' ctCAAGAACAGGAAGCTACCTc 3' 176 -32,42
mmu-miR-2134 2t018 3' cgTGGGGCAAAGGGTTCTg 5' 106 to 124 5'ggAGCCCGTCTCTCAAGAL 3' 153 -23,65
Nfic Chr10:80861883-80866122[-] mmu-miR-2134 2t09 3' cgtggggcaaaGGGTTCTg 5' 200 to 218 5" aagcctgaccgCCCAAGAc 3' 140 -22,11
mmu-miR-93 2to0 22 3'gaTGGACGTGCTTGTCGTGAAAC 5' 226 to 248 5' ctACCTATAAGCCCAGCACTTTg 3' 169 -26,1
mmu-miR-532 2to21 3'acGTTCGGAACCCACACCCTCc 5' 1182 to 1201 5' ctCAGACCCCAG--GTGGGAGg 3' 141 -22,36
mmu-miR-125a 2to0 22 3'agtGTC-CAATTTCC--CA-GAGTCCCt 5' 1239 to 1266 5'tacTAGTGTAATAGGAAGTACTCAGGGg 3' 154 -22,81
mmu-miR-125b 2t020 3'agtGTTCAATCCCAGAGTCCCt 5' 2538 to 2557 5'tacCATATT--GGTTTCAGGGa 3' 140 -21,91
Ctnnall Chr4:56823807-56825200[-] mmu-miR-125a 2t0 23 3'agTGTC-CAATTTCCCAGAGTCCCt 5" 119 to 141 5'aaACAGCACTCAA--GTCTCAGGGa 3' 154 -23,75
mmu-miR-125b 2to11 3' agtgttcaatccCAGAGTCCCt 5' 120 to 141 5' aacagcactcaaGTCTCAGGGa 3' 150 -22,17

mmu-miR-29b 2t0 22 3' ttGTGACTAAAGT-TTACCACGAL S’ 2115t0 2138 5'aaCATTGCTTGTATAATGGTGCTg 3' 172 -22,84
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