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SIGNAL PEPTIDE PERIPLASM MEMBRANE
MRR-LLFLSLAGLWLFSPAAAAQLPGLISQPLAGGGQSWSLSVQTLVFITSLTFLPAILL
MRKALTILILSAGFVFS————— QIPPI---ELKVGEGNLVDSIRLLIFLTILSLVPSILI
-------------------------------------- MGNDISLIALLAFSTLLPFIIA
--------------------- MSLPDS——-————————————PLOLIGILFLLSILPLIIV

* *

CYTOPLASM MEMBRANE
MMTSFTRIIIVFGLLRNALGTPSAPPNQVLLGLALFLTFFIMSPVIDKIYVDAYQP--FS
MFTSFTRLVVVLSLLROAIGTPQAPPNQVIIALSLFLTFFIMKPTIDKINSEALQP--YTI
SGTCFVKFSIVFVMVRNALGLQQIPSNMTLNGVALLLSMFVMWPIMHDAYVYFEDEDVTF
MGTSFLKLAVVFSILRNALGIQQVPPNIALYGLALVLSLFIMGPTLLAVK-ERWHPVQVA

* * * * * % * * * * * * %

PERIPLASM
EQKISMQEALDKGAQPLRAFMLRQTREADLALFARL-AN=-===SGP=====— LQGPEAVP
REEISDEEFFKRVEFYAKDFMLKHTRKETLEAFLSI-AK--IPKDS—====— VKEPHEIP
NDISSLSKHVDEGLDGYRDYLIKYSDRELVQFFENAQLKRQYGEETETVKRDKDEIEKPS
GAPFWTSEWDSKALAPYRQFLOKNSEEKEANYFRNL-IKRTWPEDI—====— KRKIKPDS

*

MEMBRANE CYTOPLASM
MRILLPAYVTSELKTAFQIGFTIFIPFLIIDLVIASVLMALGMMMVPPATIALPFKLMLF
LRVVIPAFMVSELKTAFEIVFLLYIPFLIVDLVVASILISMGIIMIPPQLISLPFKIMLF
IFALLPAYALSEIKSAFKIGFYLYLPFVVVDLVVSSVLLALGMMMMSPVTISTPIKLVLF
LLILIPAFTVSQLTQAFRIGLLIYLPFLAIDLLISNILLAMGMMMVSPMTISLPFKLLIF

*% * ** * % *% * * ok ok x K % *
MEMBRANE PERIPLASM

VLVDGWQLLMGSLAQSFYS—-- 245

VLANGWELVVLSLVRSYQ---- 239 43 %

VALDGWTLLSKGLILQYMDIAT 224 32 %

LLAGGWDLTLAQLVQSFS---- 215 37 %

**x * *

117
110
82
84

166
161
142
137

226
221
202
197



