
SALTY_FliP      MRR-LLFLSLAGLWLFSPAAAAQLPGLISQPLAGGGQSWSLSVQTLVFITSLTFLPAILL 59 
AQUAE_FliP      MRKALTILILSAGFVFS-----QIPPI---ELKVGEGNLVDSIRLLIFLTILSLVPSILI 52 
SpaP            --------------------------------------MGNDISLIALLAFSTLLPFIIA 22 
SsaR            ---------------------MSLPDS--------------PLQLIGILFLLSILPLIIV 25 
                                                          * * 
 
 
SALTY_FliP      MMTSFTRIIIVFGLLRNALGTPSAPPNQVLLGLALFLTFFIMSPVIDKIYVDAYQP--FS 117 
AQUAE_FliP      MFTSFTRLVVVLSLLRQAIGTPQAPPNQVIIALSLFLTFFIMKPTIDKINSEALQP--YI 110 
SpaP            SGTCFVKFSIVFVMVRNALGLQQIPSNMTLNGVALLLSMFVMWPIMHDAYVYFEDEDVTF 82 
SsaR            MGTSFLKLAVVFSILRNALGIQQVPPNIALYGLALVLSLFIMGPTLLAVK-ERWHPVQVA 84 
     * *     *    * * *    * *       * *  * * * 
 
          PERIPLASM 
SALTY_FliP      EQKISMQEALDKGAQPLRAFMLRQTREADLALFARL-AN----SGP------LQGPEAVP 166 
AQUAE_FliP      REEISDEEFFKRVEFYAKDFMLKHTRKETLEAFLSI-AK--IPKDS------VKEPHEIP 161 
SpaP            NDISSLSKHVDEGLDGYRDYLIKYSDRELVQFFENAQLKRQYGEETETVKRDKDEIEKPS 142 
SsaR            GAPFWTSEWDSKALAPYRQFLQKNSEEKEANYFRNL-IKRTWPEDI------KRKIKPDS 137 
                                   * 
 
 
SALTY_FliP      MRILLPAYVTSELKTAFQIGFTIFIPFLIIDLVIASVLMALGMMMVPPATIALPFKLMLF 226 
AQUAE_FliP      LRVVIPAFMVSELKTAFEIVFLLYIPFLIVDLVVASILISMGIIMIPPQLISLPFKIMLF 221 
SpaP            IFALLPAYALSEIKSAFKIGFYLYLPFVVVDLVVSSVLLALGMMMMSPVTISTPIKLVLF 202 
SsaR            LLILIPAFTVSQLTQAFRIGLLIYLPFLAIDLLISNILLAMGMMMVSPMTISLPFKLLIF 197 
        **   *    ** *      **   **     *   *  *  *  *  * *   * 
 
 
SALTY_FliP      VLVDGWQLLMGSLAQSFYS--- 245 
AQUAE_FliP      VLANGWELVVLSLVRSYQ---- 239     43 %       
SpaP            VALDGWTLLSKGLILQYMDIAT 224     32 % 
SsaR            LLAGGWDLTLAQLVQSFS---- 215     37 % 
       ** *    * 
    

SIGNAL PEPTIDE 

 
PERIPLASM 

 

PERIPLASM 

 

MEMBRANE 

 

MEMBRANE 

 

MEMBRANE 

 

MEMBRANE 

 

CYTOPLASM 

 

CYTOPLASM 

 


