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MAYDLNEIKIKLNYVNIINVIIVVLYHYLFKIRFREKKYAEKYPLIEFDTKRENSVDSCVFCVGTLFNIQNCVNYRKGHMYPSSSSATDWWIYIVTPCLVAVTITYYFCI Ap CYP6CY3 (1)
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STFNKWEKLNVPYIKPIPLFGNFLKVALAKDHPLEFYDKIYYKFSGLKYGGLFQMRTPYLMVRDPEIINNMLIKDFSSFPNRGIYSDLAANPLSDNLFFMENPRWKTIRS Ap CYP6CY3(111)

STFSKWEKLNVPYIRPIPLFGNFVRVALSKDHPLEFYNKIYYKFAGLKYGGLFQMRTPYLMIRDPEIINNVLIKDFSSFPDRGIYSDLAANPLSDNLFFMENPRWKTIRN Mp 497(31)

STFSKWEKLNVPYIRPIPLFGNFVRVALSKDHPLEFYNKIYYKFAGLKYGGLFQMRTPYLMIRDPEIINNVLIKDFSSFPDRGIYSDLAANPLSDNLFFMENPRWRTIRN Mp 5173(31)

STFSKWEKLNVSYIRPIPLFGNFVRVA----------------------------------------------------------------------------------- Mp 77428(18)

-------------------------------------------------------------------------------------------------------------- Mp 749 (1)
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KLTPAFTSGKLKIMYDQIKECGDKLMKNIDNDLKGKNDEIEVRDIMGKYSTDVIGTCAFGLKLNSISDDESPFRKYGKSIFIPSLRTLFRELCLMVSPALLKVVRVKDFP Ap CYP6CY3(221)

KLTPAFTSGKLKTMYDQIKECGDVLMTNIDKCLRGGNEEIEVRDIMGKYSTDVIGTCAFGLKLNSISDDESPFRKYGKSIFIPSLRTLFRELCLMVTPSLLKVVRVKDFP Mp 497(141)

KLTPAFTSGKLKTMYDQIKECGDVLMTNIDKCLRGGNEEIEVRDIMGKYSTDVIGTCAFGLKLNSISDDESPFRKYGKSIFIPSLGTLFRELCLMVTPSLLKVVRVKDFP Mp 5173(141)

-------------------------------------------------------------------------------------------------------------- Mp 77428(45)

-------------------------------------------------------------------------------------------------------------- Mp 749 (1)

-------------------------------------------------------------------------------------------------------------- Mp cyp6-5 (1)
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TDATAFFNAAFKETITYRLENKIVRNDFVNCLMQARNDLTLNTNLPKHERFSESQIVANAFVMFAAGFETTSTTLSYCLYELALNIHIQDKVRQEIQLKLSKSDGQIDNE Ap CYP6CY3(331)

TDATDFFHSAFKETIAY--------------------------------------------------------------------------------------------- Mp 497(251)

TDATDFFHSAFKETIAYRLENKIVRND----------------------------------------------------------------------------------- Mp 5173(251)

-------------------------------------------------------------------------------------------------------------- Mp 77428(45)

-----------------------------------------------------------------------------ILYELALNTSIQDKVRQEFQLKLSNSDGQIDNE Mp 749 (1)

-------------------------------------------------------------------------------------------------------------- Mp cyp6-5 (1)
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FLMGLNYLDMVIAETLRKYPPLIALFRKASQTYRLP-DNLILEKGQKIVIPIYSIHFDSKYFEDPLKFNPERFSSEERAKRPNCVYLPFGDGPRTCIGKRFAELEMKLAL Ap CYP6CY3(441)

-------------------------------------------------------------------------------------------------------------- Mp 497(268)

-------------------------------------------------------------------------------------------------------------- Mp 5173(278)

-------------------------------------------------------------------------------------------------------------- Mp 77428(45)

FLMSLNYMDMVIAETLRKYPPLIALFRKASQTYRLP-DNLILEKGQKIVIPIYSLHFDDKYFEDPQKFDPERFSPENKDKRPNGVYLPFGDGPRMCIGKRFAEMEMRLAL Mp 749(34)

-----------EFETFRKYPPLIALFRKASQTYRYTLTTLILKKGQKIVIPIYSLHFDDKYFEDPQKFDPERFSPENKDKRPNGVYLPFGEGPNS--------------- Mp cyp6-5 (1)
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VEMLTKFEVLPCGKTEVPLKYSNKALTLMPKHGIWLRFKKIV Ap CYP6CY3(550)
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LEMLSKFEVLPCEKTEVPLKYSNKVLTLMPKHGIWLKFQKIA Mp 749(143)

------------------------------------------ Mp cyp6-5(85)


Supplementary Figure 1. An amino acid alignment of Acyrthosiphon pisum CYP6CY3 with five partial EST gene sequences encoding P450s identified by microarray with elevated expression in the insecticide resistant M. persicae clone 5191A.

