Table S5. Primers and conditions for RT-PCR
	Gene
	Forward
	Reverse
	Product size (bp)
	PCR cycle
	Anneal-ing temp.
	Reference

	ascl1a
	GCTCCTGGACTTCACCAACTGG
	TGGATTCCCGCTCTTCCCTC
	214
	x30
	61
	This study

	bactin1
	CTGGGTATGGAATCTTGCGGTATC
	CGAGAGTTTAGGTTGGTCGTTCG
	397
	x23
	57
	Okuda et al., 2006 [11]

	bmp2b
	ACCTACAGCCATGACGGTCAAG
	TGGGGAGATTGTTCTCATCGG
	428
	x26
	57
	This study

	bmp4
	GCTGTATGTGGATTTCAGCGACG
	GGATGTTTTTGTGGTAAGAGTCTCCG
	319
	x27
	57
	This study

	bmp7
	AAGCATCAGGAATCCACCTCCG
	AGTTTGGGTCCAGCAGCGAGTC
	578
	x27
	57
	This study

	cdh1
	TCCTCCCTACGACTCTCTGCTG
	ACATCTTTCCACTGAGCCATCG
	451
	x26
	57
	This study

	chd
	TGAAGACCAATGCTGTCCCATC
	CATCATCTCCTCGTCCTCCAGAG
	331
	x25
	57
	This study

	dlx3b
	CCATCACGAATACTACCAGAGCCC
	TTCCGTTTACCATCCGCACTTC
	224
	x27
	57
	This study

	eve1
	CCTTTCATAAACGAACTTGGCTTG
	CTTCCTCTCCTTGGTCACTGTCAG
	227
	x27
	59
	This study

	foxi1
	CAAATCCTCTCCCTCTCCGTCC
	AAGCCACTGTTGTTGTGCGATG
	237
	x29
	59
	This study

	gata2
	TCCTTCTTCTCCGACATCCACC
	GCTCCACAGTTCACACATTCACG
	318
	x29
	57
	This study

	her3
	CACTGATGGAGAAAAAAAGAAGGG
	CCGACGCTCGTAGATAATGACTTAC
	255
	x27
	57
	This study

	hesx1
	TCGACAGCATCCTGGGACTG
	CTTGATCTGAACACTGGAGAAGGC
	242
	x26
	57
	This study

	neurog1
	CATCTCCCAGCCCACCAATAAG
	GCTTTGTGTCGTCAGGAAACGC
	348
	x30
	57
	This study

	nog1
	GTGGCTGTGGTCCTACTCGTTC
	GCACTCTGTGATGATGGGATACTG
	247
	x28
	57
	This study

	pcdh18a
	CAGATTTCATTTTTGGTCCAGGC
	ACAACAGAGCAGGAGAGGTCACC
	242
	x30
	59
	This study

	pcdh18b
	CCCCACTGCTAAGTAACCACACAG
	GCTTTCTGGATAGTCCCGTAGGC
	317
	x28
	59
	This study

	rest
	GCAGCCAGTGCTCATACTTTTCTG
	GAGTGGTTTGGGTCCGTTGTG
	251
	x30
	59
	This study

	rx3
	CGGGAAAGACAGGCAAAGACAC
	TACTCGGACTTCGGGCAGGTTG
	290
	x27
	59
	This study

	sox1a
	ACCCTGCTTAAAAAGGACAAGTACTCG
	GGGGACTTATATTGGGTTCGGAC
	493
	x30
	57
	Okuda et al., 2006 [11]

	sox1b
	CAGCCCCCTCTCAAACTCTCAG
	TGAAGCACCCACTCTTATTCGC
	591
	x30
	57
	Okuda et al., 2006 [11]

	sox2
	CGCTCCAGTACAACTCCATGACC
	TTACATATGCGATAAGGGAATCGTGC
	347
	x25
	57
	Okuda et al., 2006 [11]

	sox3
	GGTGCCAACGCTGTCAACAAC
	TCTCTCAGGTCTCCCAAACAAGC
	377
	x23
	57
	Okuda et al., 2006 [11]

	sox19a
	ATCTGTCCGCCTTGCAGTATCCA
	TTTCCTGATCAGATGTGTGTGAGAGG
	328
	x25
	57
	Okuda et al., 2006 [11]

	sox19b
	GATCTGTCAGCTCTGCAGTACCCG
	TCAGATGTGAGTGAGGGGAACAGTTC
	309
	x27
	57
	Okuda et al., 2006 [11]

	stmn2a
	CCACAGACACGCAACAACATTG
	ATGGCTTTGAGCAGCACATCCC
	287
	x30
	61
	This study

	szl
	CTCGCTCTGCCTCAACGACTTC
	CTTTCTTCAGCCACGGGAACAG
	284
	x29
	59
	This study

	tuba1
	GGTACGTGGGTGAGGGTATGG
	TCGCAAGGATTGACCTTTTAGC
	226
	x28
	59
	This study

	wnt4a
	GACTCATCCAGAGGCAGGTTCAG
	ACGGTCACATCCACACTTGTCC
	278
	x30
	59
	This study

	wnt5b
	GCCTATCTCAGGGTCAGAGGAAG
	CGACTCACAGCATTCACAACACC
	235
	x27
	59
	This study

	wnt11
	CAAGACATCAGCACCATCTCCG
	TCCACCAGCACCTCTGTGTAGG
	299
	x26
	57
	This study

	wnt11r
	ACTGGACCTAAAGGACATCGCC
	CTCCGTGTAAGGGTTGTAGCCTC
	289
	x30
	57
	This study

	zic1
	ATTTGCTTTTGGGAAGAGTGCG
	CGGAGAGAACTGGGATGTGTGTAG
	326
	x27
	59
	This study


