
                                          ssl2-4 (G1546A) 
           dMi2-5 (G737D)      dMi2-BL1 (G758S) 

                           |                     | 
HsCHD3  :PRFITATGGTLHMYQLEGLNWLRFSWAQGTDT-IL ADEMGLGKTIQ TIVFLYSLYKEGHTKGPF LVSAPLST IINWEREFQMWAPKFYVVTYTGDKDSRAIIRENEFSFEDNAIKGGKKA----FKMKREAQV 
dMi-2   :PAFLEGTGMQLHPYQIEGINWLRYSWGQGIDT-IL ADEMGLGKTIQ TVTFLYSLYKEGHCRGPF LVAVPLST LVNWEREFELWAPDFYCITYIGDKDSRAVIRENELSFEEGAIRGSK------VSRLRTTQY 
DDM1    :ELCPLLTGGQLKSYQLKGVKWLISLWQNGLNG-IL ADQMGLGKTIQ TIGFLSHLKGN-GLDGPY LVIAPLST LSNWFNEIARFTPSINAIIYHGDKNQRDELRRK--------------------HMPKTVGP 
SYD     :EQPSSLVGGKLREYQMNGLRWLVSLYNNHLNG-IL ADEMGLGKTVQ VISLICYLMETKNDRGPF LVVVPSSV LPGWQSEINFWAPSIHKIVYCGTPDERRKLFKE-----------------------QIVHQ 
PKL     :DHTPEFLKGLLHPYQLEGLNFLRFSWSKQTHV-IL ADEMGLGKTIQ SIALLASLFEEN--LIPH LVIAPLST LRNWEREFATWAPQMNVVMYFGTAQARAVIREHEFYLSKDQKKIKKKKSGQISSESKQKRI 
AtMOM1  :----------------------------------- ----------- ------------------ -------- ------------------------------------------------------------- 
PtMOM1  :DKLSAGGSPEFDYNHLDFVNYLHDYWLKGENAVLI DDQEQITKVIS FI-----LSLSSNASWPF LIITTSAS LHSWEEELFRLAPSLYAVVYHGNKDIRKSIRK-------------------LEFYSEGGCI 
PtMOM2  :LQLSAGGSPEFDNNHLDFVNYLLECWHRGENVVLI DDQEQIAKVIY FI-----LSISSNATWPF LIITTSAA LHSWEEGLFRLAPSLYAVVYHGNKDIRKSIRT-------------------LEFYSEGGCI 
OsMOM1  :QKLPDGFPPGLDKDHLSSLNRLREFWHNSDGAICL DDQERVIKTIL FS-----MSILPDVCQPL LIVSTSAS LSLWEAKFNRLAPSINVVVYNGEKDVRKQIQD-------------------LEFYENG-LV 
OsMOM2  :QRLPDEWPPGFDNDHLFSINQLLEFWCKSHGAVLV DDKEYVTKTIL FT-----LTVLPDVCQPL LIVTTPAS LSAWEIQFNHLAPFINVVVYDGQKDTLKLIQD-------------------LEFYDNRRCM 
                                                                                                                                                
 
 
                                                                     gym-4 (G451E) 
                                                                          | 
HsCHD3   :KFHVLLTSYELITIDQA--ALGSIRWAC LVVDEAHR LKNNQSKFFRVLNG-YKIDHKL LLTGTPLQN NLEELFHLLNFLTPERFNNLEGFLEEFADISKED------------------QIKKLHDLLGPHML 
dMi-2    :KFNVLLTSYELISMDAA--CLGSIDWAV LVVDEAHR LKSNQSKFFRILNS-YTIAYKL LLTGTPLQN NLEELFHLLNFLSRDKFNDLQAFQGEFADVSKEE------------------QVKRLHEMLGPHML 
DDM1     :KFPIVITSYEVAMNDAK-RILRHYPWKY VVIDEGHR LKNHKCKLLRELKH-LKMDNKL LLTGTPLQN NLSELWSLLNFILPDIFTSHDEFESWFDFSEKNKNEAT----KEEEEKRRAQVVSKLHGILRPFIL 
SYD      :KFNVLLTTYEYLMNKHDRPKLSKIHWHY IIIDEGHR IKNASCKLNADLKH-YVSSHRL LLTGTPLQN NLEELWALLNFLLPNIFNSSEDFSQWFNKPFQSNGESS-AEEALLSEEENLLIINRLHQVLRPFVL 
PKL      :KFDVLLTSYEMINLDSA--VLKPIKWEC MIVDEGHR LKNKDSKLFSSLTQ-YSSNHRI LLTGTPLQN NLDELFMLMHFLDAGKFGSLEEFQEEFKDINQEE------------------QISRLHKMLAPHLL 
AtMOM1   :---------------------------- -------- ---------------------- --------- ------------------------------------------------------------------ 
PtMOM1   :MFQILVTSPEVIIEDLN--VLESMKWEA VIVDECQS SRIFSHFKQIKMLR---TAMRL LLVNGQLKD GITEHLLSLLVHQSD----LNGSEDLVTNLSPKTG--------------------NLKDQLSKYIA 
PtMOM2   :MFQILITSPEVIIEDLN--MLESMKWEA IIVDECQR SRIYSHFKQIKLLS---TAMRL LLVNGQLKD GITEHLLSLLVHQSD----PDGSECLVIDSSHKTG--------------------IFKERLSQYIA 
OsMOM1   :TFQVLLSHPDAILEDIQ--TMESIVWEA VMVDDCQS LRVSKCLEQLKHLS---TNFRM VLLSFPLKE SIPEYINLLSFLNPEGSVISSSSNGDFTDTGDILA--------------------TLKEKFARHVA 
OsMOM2   :MLQVLLSHPDAILEDIE--TIERIRWEA VIVDYYEN S-AFKYFEQLKKIS---TDFRM VLLGSPIKD NVPEYMNLLAFLNSE-----DKGYSDYVNADDALV--------------------MSKARFTHHIA 
 
                                                                                                                                                
                                                                                                                                                
                                                                                                                                                
HsCHD3   :RRLKA---DVFKNMPA-KTELIVRVELSPMQKKYYKYILTRNFEALNSRG------------GGNQVSLLNIMMDLKKCCNHPYLFPVAAMESPKLPSG-AYEGGALIKSSGKLMLLQKMLRKLKEQGH RVLI 
dMi-2    :RRLKT---DVLKNMPS-KSEFIVRVELSAMQKKFYKFILTKNYEALNSKS------------GGGSCSLINIMMDLKKCCNHPYLFPSAAEEATTAAGG-LYEINSLTKAAGKLVLLSKMLKQLKAQNH RVLI 
DDM1     :RRMK----CDVELSLPRKKEIIMYATMTDHQKKFQEHLVNNTLEAHLG--------ENAIRGQGWKGKLNNLVIQLRKNCNHPDLLQGQIDGSYLYPPV-----EEIVGQCGKFRLLERLLVRLFANNH KVLI 
SYD      :RRLK----HKVENELPEKIERLIRCEASAYQKLLMKRVEDN----------------LGSIGNAKSRAVHNSVMELRNICNHPYLSQLHSEEVNNIIPK-HF-LPPIVRLCGKLEMLDRMLPKLKATDH RVLF 
PKL      :RRVKK---DVMKDMPP-KKELILRVDLSSLQKEYYKAIFTRNYQVLTKK-------------GGAQISLNNIMMELRKVCCHPYMLEGVEPVIHDAN----EAFKQLLESCGKLQLLDKMMVKLKEQGH RVLI 
AtMOM1   :-------------------EYWVPVQLSDVQLEQYCQTLFSKSLSLSS-----------LSKIDLG-ALEETLNSVRKTCDHPYVMDASLKQLLTKNLELHEILDVEIKASGKLHLLDKMLTHIKKNGL KAVV 
PtMOM1   :NSPRP--------DPSRFKEYWVPVQLSLMQLEQYCATLLSKSLSLCS-----------SSRNDPVGALRDILISCRKCCDHPYIMNPSLQISLTKDRKEADILDIGIKASGKLQLLGEMLFSIKERGL RALV 
PtMOM2   :NGCKP--------DSSRLKEYWVPVQLSNMQLEQYCAILLLNSLLLCS-----------SSKNDLAGSLHDILISARKCCDHPYIMDPSLQISLTKDSKEADILDIGIKASGKLQLLDAMLFNIKERGL RVLV 
OsMOM1   :FERKA--------DSSKFLEYWVPARLSRVQLEMYCYTLLSNSPALRS-----------HSRTDSVGALRDILVSLRKCCDHPYLVDQSLQSSLTKGHSLTDILDIGVCASGKLLLLDKMLQEIRNQGR RVLI 
OsMOM2   :YERKT--------DSSKFLEYWVPSCISQPQLEMYCSILLSKSSVLRS-----------EMETDSVGALHDIYLSLKKCCDHPYIVNEFLRSSLSNNSNVTENIDTVVHASGKLLVLDKMLNEIKKKSL RVIL 
                              ** *           *                                  *   *     * 
 
                                                                        syd-1 (G1152E)    
                                                                             |  
HsCHD3   :FSQMT KM------LDLLEDFLDYEG--YKYERIDGGITGALRQEAIDRFNAPGAQQFC FLLSTRAGGLGINLATA DTVIIFDSDWNPHNDI QAFSRAHRI GQANKVMIYRFVTRASVEERITQVAKRKMML 
dMi-2    :FSQMT KM------LDILEDFLEGEQ--YKYERIDGGITGTLRQEAIDRFNAPGAQQFV FLLSTRAGGLGINLATA DTVIIYDSDWNPHNDI QAFSRAHRI GQANKVMIYRFVTRNSVEERVTQVAKRKMML 
DDM1     :FSQWT KL------LDIMDYYFSEKG--FEVCRIDGSVKLDERRRQIKDFSDEKSSCSI FLLSTRAGGLGINLTAA DTCILYDSDWNPQMDL QAMDRCHRI GQTKPVHVYRLSTAQSIETRVLKRAYSKLK- 
SYD      :FSTMT RL------LDVMEDYLTLKG--YKYLRLDGQTSGGDRGALIDGFNKSGSPFFI FLLSIRAGGVGVNLQAA DTVILFDTDWNPQVDL QAQARAHRI GQKKDVLVLRFETVNSVEEQVRASAEHKLGT 
PKL      :YTQFQ HM------LDLLEDYCTHKK--WQYERIDGKVGGAERQIRIDRFNAKNSNKFC FLLSTRAGGLGINLATA DTVIIYDSDWNPHADL QAMARAHRL GQTNKVMIYRLINRGTIEERMMQLTKKKMVD 
AtMOM1   :FYQAT QTPEGLLLGNILEDFVGQRFGPKSYEHG---IYSSKKNSAINNFNKESQ-CCV LLLETRACSQTIKLLRA DAFILFGSSLNPSHDV KHVEKIKIE SCSERTKIFRLYSVCTVEEKALILARQNKRQ 
PtMOM1   :LFQSS GGSGKDNIGDILDDFVRQRFGQGSYERVDEHVLPSRKQSALKFFNNHQEGRFV FLLETRACSSSIKLSSV DTVIIFASDWNPMTDI RSLQKITLH SQFDQINIFRLYSSCTVEEKVLIIARQDKTL 
PtMOM2   :LFQSS GGSGKDNVGDILDDFIRQRFGKGCYERVDGHVLPSRKQAALKNFNNLQEGRFV FLLETRACSPSIKLSSV DTVIIFASDWKPNTDI RNLQKITLY SESEQINIFRLYSSCTVEEKVLIVARQDKTL 
OsMOM1   :VSQSG GG-AGNPMGDILDDFVRQRFGFESYERVERGLLVPKKQTALNMFNDKTKGRFI FLIDSRACVPSIKLSSV DAIIIYCSDWNPTNDL RVLQRISIE SQSECVPIFRLYSSCTVEEKTLILAKHDHIL 
OsMOM2   :LFQSD RA-GGNKMGNILEDLMHHRFGPESYERVEYRAVLSRKQAAIDKFNNKTNGRFV FLIENRACLPSIKLSSI DAIIIYGSDNNPLNDL KALQKIKIE SQFERVSIFRLYTPFTVEEKSLVLARQGIVI 
                                                    *                    *      * *                      *      *  *          *  
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