Figure S5. Failure of PGC Detection by Conventional Microarray Analysis Algorithms 

A) Example of a gene with differential absolute expression in distinct conditions. The mean expression level is greater in phenotype 1 (blue) compared to phenotype 2 (red), but the mean expression variation (CV) being the same in both conditions. The Y-axis depicts an arbitrary range of expression values. 

B) Example of a gene with differential gene expression variation in different phenotypes. The expression variation is lower in phenotype 1 compared to phenotype 2, despite the ean expression level being similar in both conditions. The frequency histogram of expression values (right panel) demonstrates that the distribution of expression values in phenotype 2 is narrower than in phenotype 1. 

 C) Student’s t-test on the PGC: PGC were grouped into two categories based on their significance of t-test (p<0.05 for red spots; and p>0.05 for blue spots), after correction for multiple hypotheses using the Benjamini-Hochberg algorithm. The PGC genes were plotted based on the expression level in tumors (X-axis) and in controls (Y-axis).
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