
Table S2.  Array of z-scores for the 29 E. coli genes containing GGDEF and/or EAL domains after enrichment for non-swimming and non-swarming mutants and after the genome-wide screen for ΔyhjH motility.


Gene
b-Number
GGDEFa
EALa
Swimmingb
Swarmingc
ΔyhjHd
Referencese
yahA
b0315

●
-21.43
-24.95
-21.30
[1]

yaiC
b0385
●

-3.37
-5.90
-3.91
[2,3]

ylaB
b0457

○
-6.57
-12.60
-12.50

yliE
b0833

○
6.92
2.72
-6.01

yliF
b0834
○

-4.12
-5.75
-5.90

ycdT
b1025
○

-0.78
-1.69
-0.73

ycgF
b1163

●
-1.00
-4.78
-4.29
[4]

ycgG
b1168

○
-1.09
-2.22
-2.35

yciR
b1285
○
●
-8.67
-9.50
-7.67
[3,5]

ydaM
b1341
●

-2.43
-3.07
-2.53
[3]

dos
b1489
○
●
-2.65
-2.37
-3.05
[1,6]

yddV
b1490
●

0.84
-6.60
20.90
[7]

yneF
b1522
○

-0.07
-1.04
-0.38

ydeH
b1535
○

-2.18
-1.53
-3.21

ydiV
b1707

○
-4.49
-5.29
-5.29

yeaI
b1785
○

-1.82
-2.90
-4.10

yeaJ
b1786
●

-6.15
-5.71
-6.01
[5]

yeaP
b1794
○

-3.88
-4.47
-4.39

yoaD
b1815

●
-4.09
-3.93
-1.85
[8]

yedQ
b1956
●

-4.23
-4.51
-3.56
[9]

yegE
b2067
●
○
-6.09
-5.27
1516.55
[5]; This study

rtn
b2176

○
-1.09
-3.05
-2.87

yfeA
b2395
○
○
0.26
-3.32
-1.98

yfgF
b2503
○
●
-1.79
-1.85
6.23
This study

yfiN
b2604
●

-1.77
-1.88
2.53
This study

yhdA
b3252
○
○
-0.49
-3.33
-2.86

yhjH
b3525

●
120.94
1.84
-7.26
[10]; This study

yhjK
b3529
○
○
-1.28
0.30
-1.94

yjcC
b4061

○
-3.64
-4.88
2.34


a
Open circles indicate sequence similarity to GGDEF/EAL domains but whose enzymatic activity have yet to be reported; closed circles denote genes whose GGDEF/EAL domains have been shown experimentally through enzymatic or phenotypic assays (either directly or indirectly) to be active in E. coli or S. enterica.

b
Values are z-scores for the first replicate for swimming motility (Dataset S2).

c
Values are z-scores for the first replicate for swarming motility (Dataset S7).

d
Values are z-scores obtained for suppressors of the yhjH motility defect (Dataset S13).

e
References refer to studies in which the GGDEF/EAL domains in the corresponding gene have been shown experimentally to show activity.
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