
S4	Figure.	Relative	 contribution	of	 environment	and	 taxonomy	on	 the	variation	of	
potential	for	carbohydrate	utilization	in	all	identified	bacterial	genera,	per	phylum.	
In	 parentheses	 are	 number	 of	 identified	 genera	 and	 the	 number	 environments	
where	these	genera	were	detected,	respectively.	Plotted	values	are	proportional	to	
the	estimates	of	the	variance	components,	all	p<0.05.	(*Phyla	for	which	the	number	
of	 identified	genera	and/or	environments	was	 too	small	 to	evaluate	 the	combined	
effect	of	environment	by	genus).		

	


