$3 Table. List of metabolic models analyzed. The table shows the model identifers (column 1); the scientic names of the modeled organisms (column 2); the domain of e that each organism belongs 1o (column 3); the journal, authors and year of the model publications (columns 4-6); whether the Excel format of a model was analyzed Lcmumn 7 the SEMIL vl used
to format each model's SBML release (column 8); whether the subsystem information was available for model comparison (column 9); the main biomass reaction used to simulate model growth (column 10); aditional biomass reactions included in the model (column 11); whether the model is 12);
reactions in the model that were blocked (column 13).

Altornative biomass Stoichiomet .
Model identifier Organism Domain Reference Journal Date Excel Format Matiab Format SBML level Subsystem Analyzed Biomass reaction e oo Consictenty. % Blocked Reactions
FF708 iae | Eukaryola [Forstoretal enome Res 2003 o o o [RVGRO No| 20%
RS04 Escherichia coll acteria _|Reed tal enome Biol 2003 o ) es [R_BiomassEcol Yes 70%
IND750 Saccharomyces cerovisias | Eukaryota |Duarto otal enome Res 2004 o ) os [R_biomass SC4_bal Yes 91%
8711 coelicolor acteria__[Borodina ot al enome Res. 2005 0 ) o [R_0793 No 8%
341 felicobacter pylori acteria | Thiele et Bacteriol 2005 o ) o [R_BlomassHP_pubiished Yes 4%
FCSA_biomass T2
R biomass. 94 2.
R “biomass SA_2b,
R _biomass SA 3.
R biomass S 3,
R biomass SA
58619 [Staphyiocaccus aurous Bactora  [Bockertal, 31C Microio 2005 No No 2 ves R _omass_SA_8a FCbiomass S Yes 2035%
R biomass_SA _6b,
sonass AT
R _biom:
R momass SAiids oo
R _biomass.SA_nuc_oniy.
R biomass-SA-on
AFG52 barkeri Archaea _|Feistetal Vol Syst Biol 2006 No No 2 Yes [RWb_biomass 30 Yes 2057%
AF1260 [Escherichia col Bacteria  [Feist otal Mol Syst Biol 2007 No No 2 Yes A 1260core Yes 9.62%
[ [Mycobastorium tuberc Bactera_[Jamshidi otal BNIC Syst Biol 2607 Yes No z Yes R_biomass Mib_9_60atp No 2255%
RECON T
O 1 Downicaded]omo sapiens Eukaryota |Duarte et PNAS 2007 No. No 3 No. A No 3576%
mus_musculus __|Mus musculus Eukaryota_[Quekn etal Genome inform. 2008 0 No o /810028 o a7%
AORYZAE_COBRA_|Asporgillus oryza Eukaryota _|Vongsangnak ot al BNIC Gonomics 2008 o No ) R2359 R_riee7. Rriees o 6%
IAC560 [Leishmania major Eukaryota _[Chavall et al ol Syt i 2008 0 No o [R_BIOVASS L3 o 9%
UN746 [Pseudomonas putida acteria__[Nogales et al BNC Syst Bl 2008 0 No o [R_BiomassKT_TEMP es 25%
P15 [Psoudomonas putida acteria__[Puchalka ot al PLoS Comput Biol 2008 o No ) o 30%
MAB71 Aspergilus riger Eukaryola _|Andersen etal. Vol Syst Bio 2008 No o o _1024 o a8%
MO01056 Pseudomonas aeruginosa acteria__|Oberhardt et al J Bacteriol 2008 No ) ) R_PA Biomass DM ROV _EC PREGRO o 79%
851103 acilus sublils acioria__|Henry otal Gonome Bio 2009 No o o 000006 os 2%
1A945 aimonella enterica acteria__|AbuOun et al Biol Chem 2009 s ) o R ST biomass core o 9%
304 ehaonycos comtas | Edanos it MC Syst Biol 2009 0 ) s R _biomass _SC5 noirace os 8%
PS189_fired coplasma genitalum acteria__[Suthers etal LoS Comput Biol 2009 0 ) o [R_Biomass Yes 73%
z479 hormologa marima acteria__|Zhang etal cience 2009 ) ) o [R_BlomassEcall TV Yes 1%
AbyMBEL8T__|Acinotobactor baumanni acteria__[Kim etal ol Biosyst 2010 o ) ) No 7.96%
[Arabidopsis thaliana Eukaryota_|de Olveira DalMoln et al_[Plant Physiol 2010 0 No o R8I0 L No 8.88%
549 [Dohalococcoides Bacteria |Ansanul etal PLoS Comput Biol 2010 No No 2 Yes R _80_CBDB1_DM_855 Yes 40.00%
Tats Mus musculus Eukanyota_[Sigurdsson etal BNC Syst Biol 2010 No No 3 Yes [R_biomass_mm_1_no_gyan No 2167%
NUGB1m | Mycobacterium tborcuosis | Bacteria |Fang etal 501G Syst ol 2010 Ve No 2 ves R_Bomass i3 Bostp_es] No TBaT
N6 1Y [Mycobacterium tuberculosis | Bacterta |Fang etal BMC Syst Biol 2010 Yes No 2 Yes . oyomass_Mib_9_B0alp_tes] No 19.94%
iSRa32 ostidum thermocellam acteria_[Roberts et BNIC Syst Bl ) o o [R_biomass targel o 5%
i5yn669 PCC6803 acteria [ Montagud et al BNC Syst Bl o o o IR _Biomass o 25%
TTH366 Plasmodium falciparum Eukaryola |Plata etal [Molecular Systoms Biology o o o IR biomass o 02%
PpaBEL 1254 |Pichia pasloris Eukaryota [Somn etal. JBiotechnol J o 3 o Jrot288 o 5%
PpuMBEL1071 _|Psoudomonas putida acteria__[Sonn ot al Biotechnol J o ) ) R_Biomass o 19%
S_coelicolor_fixed coelcolor acteria |Alam etal BMC Genomics 0 No o [R_biomass o 2%
icat27a [Escherictia col Bacteria  |Archer et al BMC Genomics 201t No No 2 Yes T No 10.74%
iCB925 Clostidium befjerincki Bactera_[Min otal BNC Syst Biol 2011 No No z No [R_biomass Yes 4723%
101366 |Eschericha ol Bactera [ etal Vol Syst B 2on Yes No 2 Yes e, Mo JOTIER_coe [ = Baass J001560.W1_5 Ve o10%
028 Burkinolderia cenocepacia Baciera [Fang oial BNiC SysiBial o1 o o 3 o o ot o FERTA
MB745 acetivorans | Archaca _[Benedict ot [ Bacteriol 2011 No No 2 No [R_overall Yes 2368%
IRC1080 Chiamydomonas reinhardtii |  Eukaryota |Chang et al. Mol Syst Biol 2011 No No 2 No [R_Biomass_Chlamy_hetero |R-oiomass-Clamy._aulo, No 26.14%
RST563 Zoa mays Eukaryota_[Saha etal PLoS One 2011 No No z No [R_EX Biomass No 7255%
iRST697 [Arabidopsis thaliane Eukaryola [Sahaetal PLoS One 201t No No 7 No [R_EX Biomass No 77.36%
Rsp1095__|Rhodobacter sphaeroides Bacteria__[Saheed imam et BMC Syst Biol 2011 No No 2 No [RXN1391 N No 13.04%
V941 fred acefivorans | Archaca _|[Vinay Satish Kumar ot al._[BIC Syst Biol 2011 No. No 2 No. [R_Biomass No 2731%
L1226 [Kiebsiella preurn Bactera _[Liao etal ) Bacteriol 2011 No No 2 Yes /R_Biomass Yes 21.97%
FBlomass JRRTGB3
STMV10  |Saimonela enterica Bacteria  [Thiele et al BMC Syst Biol 201t Yes No 2 Yes R_biomass IRR1083_metals | € bomass WF1260_core_ No 11.00%
56081
VVNBELO#S Vi v Baciera _[Hyun UrKim etal Vol Syst Bl 2011 No No 2 o a6 No 5300%
[ Cyanothoce sp ATCC 51142 | _Bactoria _|Vu etal PLoS Comput Biol 2012 Yos No 2 Yos [ CYANOBM No 27.44%
[REc_blomass_SynAuto .
NGB ynechocystis sp. PCC6803 |  Bacteria |Nogales et . Proc Natl Acad Sl USA | 2012 No. No 2 No. R_Ec_biomass_SynHetero [R-EC-Plomase_Syneuto Yes 15.01%
iLCoTs [Pichi pastoris Eukaryola_[Caspeta etal BMC Syst Biol 2012 No No ) No Rriier No 27562%
55884 [Pihia stipits Eukaryota _|Caspeta et al BMC Syst Biol 2012 No No 2 No [R_biomass No 3297%
o3t [Synochocysts o5 POC303 | Bacteta[Sahastal pLos one 201z Yos o 2 o omase_Auto Bmass oo o 9%
[__RECONZ __|Homo sapiers Elkaryola | Thiee etal Nafire Biotechno FLIF) NG o 7 Yes [R_biomass reaction NG 0%
SpolMBEL 1693 Eukaryota _[Sonn etal BNC Syst Biol 2012 No No 1 No [RXNBiomass No 50.20%
MATLAB data cbtained
RECON204  |Homo sapiens Eukaryota  [from Virual Metabolic  [NIA 2013 No Yes NA Yes lbiomass_reaction No 3048%
uman (vrh.uni u)
iCact0z Clostrdium Bactera_[Dash et al Bictech for Biofuels 2014 No No z No R Biomass No 55.69%
RS0 ¢ o0 - "
MR1790 |Shewanella oneidensis Bacteria [Ong etal. BMC Systems Biology 2014 Yes No 2 Yes o Ye 18.12%




