[bookmark: _Ref381029127][bookmark: _Toc382282238][bookmark: _Toc383482876]S2 Table.  Genotyping concordance rates for SNPs (including the ref/ref genotypes) that are assayed (by the Affymetrix Axiom array) or imputed (from the genotyped SNPs). Genotypes obtained from CGI sequencing were used as the gold standard.  

	
	Assayed 
	Imputed

	NA19238
	99.75%
	99.05%

	NA19239
	99.63%
	98.95%

	NA19240
	99.80%
	99.08%

	NA12716
	99.83%
	99.32%

	NA12717
	99.58%
	98.97%
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