Table S2 | Results of Bipolar Disorder from WTCCC

SNP_1 Chr. Loc. Gene SNP_2 Chr. Loc. Gene Nominal_p_value
rs17163470 chrl 26351382  EXTL1 rs4790667 chrl7 1493816 SLC43A2 1.35E-10
rs571524 chrl 37303956 GRIK3 rs17755675 chr3 73712338 1.36E-08
rs571524 chrl 37303956 GRIK3 rs11714828 chr3 73727760 3.03E-08
rs569858 chrl 37304089 GRIK3 rs17755675 chr3 73712338 6.68E-09
rs569858 chrl 37304089 GRIK3 rs11714828 chr3 73727760 1.51E-08
rs527631 chrl 37309997 GRIK3 rs17755675 chr3 73712338 1.75E-08
rs547390 chrl 37317442 GRIK3 rs17755675 chr3 73712338 . 1.48E-08
rs17465176  chrl 59498111 rs9909476 chrl7 80439733 NARF 2.35E-08
rs4915824 chrl 62797677 rs16909865 chr9 98207302 PTCH1 3.29E-08
rs11209478 chrl 69965181 rs12368906 chrl2 94890011 . 2.24E-08
rs696666 chrl 75146093 . rs8088821 chrl8 4077059 DLGAP1 3.17E-08
rs11162341 chrl 77897713  AK5 rs6658302 chrl 77908985 AK5 1.59E-08
rs699768 chrl 116500096 . rs1390395 chr3 88647887 . 1.66E-09
rs41691 chr7 120634636 CPED1 rs41694 chr7 120635798 CPED1 1.22E-09
rs4484634 chr7 158455089 NCAPG2 rs10266006 chr7 158474325 NCAPG2 6.20E-09
rs10253608 chr7 158469060 NCAPG2 rs10266006 chr7 158474325 NCAPG2 5.48E-10
rs12113120 chr7 158470080 NCAPG2 rs10266006 chr7 158474325 NCAPG2 6.46E-10
rs10949739 chr7 158472082 NCAPG2 rs10266006 chr7 158474325 NCAPG2 6.22E-10
rs4909259 chr7 158473900 NCAPG2 rs10266006 chr7 158474325 NCAPG2 5.45E-10
rs10266006 chr7 158474325 NCAPG2 rs10237585 chr7 158474373 NCAPG2 6.41E-10
rs10266006 chr7 158474325 NCAPG2 rs3793181 chr7 158481827 NCAPG2 9.89E-11
rs10266006 chr7 158474325 NCAPG2 rs6459895 chr7 158482870 NCAPG2 1.45E-09
rs10266006 chr7 158474325 NCAPG2 rs12698265 chr7 158489297 NCAPG2 6.40E-10
rs7825094 chr8 17468482 PDGFRL rs2031532 chrl3 50080847 PHF11 2.17E-08
rs2046223 chr8 26210178 PPP2R2A rs17732285 chr8 92838980 1.66E-08
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