	Abbreviation
	EC
	Enzyme name
	Model
	Elementary mode
	Ref.

	OGDH
	1.2.4.2
	2-oxoglutarate dehydrogenase
	
	
	[1]

	SRD5A
	1.3.99.5
	3-oxo-5-alpha-steroid 4-dehydrogenase
	
	
	[1]

	6PGDH
	1.1.1.43
	6-phosphogluconate dehydrogenase
	B, C, D
	×
	[2]

	APRT
	2.4.2.7
	Adenine phosphoribosyltransferase
	
	×
	[2]

	AdK
	2.7.1.20
	Adenosine kinase
	
	×
	[2]

	ANase
	3.2.2.7
	Adenosine nucleosidase
	
	×
	[2]

	AK
	2.7.4.3
	Adenylate kinase
	A – D 
	×
	[1]

	AdSS
	6.3.4.4
	Adenylosuccinate synthetase
	
	
	[2]

	ALD
	4.1.2.13
	Aldolase
	A – D 
	×
	[1,2]

	AGPS
	2.5.1.26
	Alkyl-dihydroxyacetone phosphate synthase
	
	
	[1]

	ArgK
	2.7.3.3
	Arginine kinase
	
	
	[1,2]

	FBPase
	3.1.3.11
	Fructose bisphosphatase
	
	×
	[1]

	FRD
	1.3.1.6
	Fumarate reductase
	
	
	[2]

	G6PDH
	1.1.1.49
	Glucose-6-phosphate dehydrogenase
	A – D
	×
	[2]

	GAPDH
	1.2.1.12
	Glyceraldehyde-3-phosphate dehydrogenase
	A – D
	×
	[1,2]

	GK
	2.7.1.30
	Glycerol kinase
	A – D
	×
	[1,2]

	G3PDH
	1.1.1.8
	Glycerol-3-phosphate dehydrogenase
	A – D
	×
	[1,2]

	GPO
	1.1.3.21
	Glycerol-3-phosphate oxidase
	
	×
	[1,2]

	GDA
	3.5.4.15
	Guanine deaminase
	
	
	[2]

	HGPRT
	2.4.2.8
	Guanine phosphoribosyltransferase
	
	
	[2]

	GNase
	3.2.2.1
	Guanosine nucleosidase
	
	
	[2]

	HXK
	2.7.1.1
	Hexokinase
	A – D
	×
	[1,2]

	HPRT
	2.4.2.8
	Hypoxanthine phosphoribosyltransferase
	
	
	[1]

	IRH
	3.2.2.2
	Inosine nucleosidase
	
	
	[2]

	IMPDH
	1.1.1.205
	Inosine-5'-monophosphate dehydrogenase
	
	
	[1,2]

	SOD
	1.15.1.1
	Iron superoxide dismutase
	
	
	[2]

	IDH
	1.1.1.41
	Isocitrate dehydrogenase
	
	
	[1,2]

	TDH
	1.1.1.103
	L-Threonine 3-dehydrogenase
	
	
	[1]

	LysoPLA
	3.1.1.5
	Lysophospholipase
	
	
	[1]

	MVK
	2.7.1.36
	Mevalonate kinase
	
	
	[2]

	NADPHu
	
	NADPH utilization
	B, C, D
	×
	

	OMPRT
	2.4.2.10
	Orotate phosphoribosyltransferase
	
	
	[1,2]

	OMPDC
	4.1.1.23
	Orotidine-5-phosphate decarboxylase
	
	
	[1,2]

	PPI
	5.3.1.6
	Pentosephosphate isomerase
	B, C, D
	×
	[2]

	PEPCK
	4.1.1.32
	Phosphoenolpyruvate carboxykinase
	
	
	[2]

	PFK
	2.7.1.11
	Phosphofructokinase
	A – D
	×
	[1,2]

	PGL
	3.1.1.31
	Phosphogluconolactonase
	B, C, D
	×
	

	PGI
	5.3.1.9
	Phosphoglucose isomerase
	A – D
	×
	[1,2]

	PGK
	2.7.2.3
	Phosphoglycerate kinase
	A – D
	×
	[1,2]

	PMI
	5.3.1.8
	Phosphomannose isomerase
	
	
	[2]

	PRPPsyn
	2.7.6.1
	Phosphoribosyl pyrophosphate synthetase
	
	×
	[2]

	PYK
	2.7.1.40
	Pyruvate kinase
	
	
	[1]

	RK
	2.7.1.15
	Ribokinase
	C
	×
	[1,2]

	TPI
	5.3.1.1
	Triosephosphate isomerase
	A – D
	×
	[1,2]

	GALE
	5.1.3.2
	UDP-galactose 4-epimerase
	
	
	[2]

	XNase
	3.2.2.1
	Xanthosine nucleosidase
	
	
	[2]
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