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Figure S1. Multi-species cartography of genomes enriched in genes with related functions. Functional neighborhoods are represented by arrows at their corresponding chromosomal coordinates. See text for the versions of the databases used for the coordinate mapping. The species analyzed appear in the pages below and are: a) Homo sapiens b) Pan troglodytes c) Mus musculus d) Rattus norvegicus e) Gallus gallus f) Danio rerio g) Drosophila melanogaster h) Caernohabditis elegans i) Arabidopsis Thaliana.
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b)Pan troglodytes
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c) Mus musculus
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d) Rattus norvegicus
[image: image5.png]I
1ZHHUDDQ@QQQQQQ

T 7%

139%898588%5533?0




e) Gallus gallus
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f) Danio rerio
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g) Drosophila melanogaster          h) Caernohabditis elegans                 i) Arabidopsis thaliana.







