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Hollywood search result

Genus: Homo First/Last exon tegions
Apecies: sapiens M Fnsembl 100% armotated exon
Chtomosothe: T(113,609,535-113,884,754) ™ Alternative exon

Strand: forward m Fetained intron

Ensembl gene identifier: EM3G00000128573 m Constitutive exon

Ensembl gene name: FOXP2 m Internal exon

Gene description:

EST-detived tissue types:

forkhead box protein p2 (cag repeat protein 44) (trinacleotide repeat- containing pe ACEZcan[+] exon

zene 10 protein) ACE3can[-] exon

Reference exon sets
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Ensgemhl atnnotation

Alternative
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3'ss e30m CoTe

S'sg a0 coTe
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Exon inchasior
Exon shipping
Exon inchasior
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Exon shipping
Exon inchasior
Exon shipping

Transcript/Locus
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