Table S5. Kinetic constants used in previous mathematical models

	
	By Ciliberto et al. [1]
	By Ma et al. [2]
	By Bar-Or et al.[3]
	Values in the initial parameter set
	corresponding symbols in our model

	Basal induction of mdm2
	0.0015 /min
	0.0018 uM/min
	0.00235
	0.0015
	k6

	Increased induction of mdm2 by p53
	max: 0.006 /min
	txn: 0.024 uM/min         tln: 0.02 /min
	max: ~0.03
	0.01
	k33

	Basal degradation of mdm2
	0.01 /min
	0.0028 /min
	0.05
	0.005
	k7

	Increased degradation of mdm2 given DNA damage
	0.02 /min
	0.014 /min
	NA
	20
	k10

	phosphorylation of mdm2
	max: 0.05 /min
	NA
	NA
	0.02
	k8

	dephospohrylation of mdm2
	6 /min
	NA
	NA
	0.02
	k9

	basal production of p53
	0.055 /min
	0.02 uM/min
	0.5
	0.055
	k1

	basal degradation of p53
	0.0055 /min
	0.0184~0.02 /min
	0.00025
	0.0055
	k2

	mdm2 dependent degradation of p53
	NA
	0.092 /min
	NA
	5
	k13

	mdm2 dependent degradation of UU-p53
	0.0055 ~ 8 /min
	NA
	
	
	


NA indicates that corresponding kinetic parameter values were not available.
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