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Supplementary Figure 1: The clusters of all computation-based activity profiles of iMC1010v1 projected into 3-dimensional space, allowing visualization of the “space” of transcriptional regulation and metabolic functional capabilities. The numbers in parentheses by each cluster in the key are the numbers of different activity profiles in the cluster.  Comparison of the clusters shows that they can be distinguished by the available electron acceptor (indicated by the ellipses) and the carbon source, and to a lesser degree by the nitrogen source. The units of each axis are in bits, as given by the Hamming distance computed between computation-based activity profiles that are contained within the clusters.

