
Graph-based description

Visualization of compartments

Each graph G could be split in connected components S = (VS , ES) by deleting all edges e ∈ E \ Eα labeled as γ
(Figure 1), for which the concave hull was computed using the algorithm by [1]. Then, a cell compartment is defined
by the area surrounded of the concave hull.
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Figure 1: Visualization of compartments: All edges between cells of different phenotype were removed from the
neighborhood graphs (see Fig. 12C of main document) and then (A) the graphs were split into connected components
of a single phenotype. (B) Visualization by concave hull. Single cells/cell pairs do not span a compartment.
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