Table S1.  Numbers of gene pairs used in the time series analysis (Fig. 1 and Fig. S2). Note that the gene pairs
used are the same across all years. 
	GO aspects
	All GO annotations
	
	Without GO annotations from co-study papers

	
	Orthologs
	Outparalogs
	Inparalogs
	
	Orthologs
	Outparalogs
	Inparalogs

	Biological process
	287
	447
	39
	
	219
	204
	11

	Molecular function
	617
	608
	55
	
	482
	251
	14

	Cellular component
	331
	401
	35
	
	252
	143
	6


