Table S5 – The number of COBIM and ECOBIMs nodes as a function of the parameter k

The number of nodes that belong to one or more COBIMs (ECOBIMs) depends on the value of the parameter k. For small values of k the COBIMs (ECOBIMs) output by our algorithm are larger than the COBIMs (ECOBIMs) identified for bigger values of k and therefore contain more network nodes. Here the exact dependency is shown for a range of parameter values. For each protein interaction network the fraction of network nodes that are members of one or more COBIMs (ECOBIMs) is shown. For each network we selected a value of k that results in approximately 25% of network nodes being the members of COBIMs; the resulting fractions are shown in bold.

	
	k=1
	k=2
	k=3
	k=4
	k=5
	...
	k=11
	k=12

	DIP CORE
	
	0.43 (0.24)
	0.23 (0.13)
	0.12 (0.07)
	
	
	
	

	LC
	
	0.50 (0.33)
	0.35 (0.21)
	0.24 (0.14)
	0.17 (0.10)
	
	
	

	HC
	
	0.54 (0.37)
	0.37 (0.24)
	0.26 (0.16)
	0.19 (0.13)
	
	
	

	TAP-MS
	
	0.58 (0.32)
	0.50 (0.28)
	0.43 (0.24)
	0.39 (0.22)
	
	0.26 (0.15)
	0.24 (0.14)

	BAYESIAN
	
	0.36 (0.18)
	0.27 (0.16)
	0.21 (0.13)
	0.18 (0.11)
	
	
	

	Y2H
	0.39 (0.14)
	0.06 (0.01)
	0.02 (0.01)
	
	
	
	
	


