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Supplement S4. Model Equations

A-particle
vcreateA = vcreateA = const
vdestroyA = cdestroyA · Xi
vin f lux = vin f lux = const
ve f f luxA = ce f f luxA · nCi
vexchangeCA = cexchangeCA · nCi · CETP(0)
vexchangeTA = cexchangeTA · CETP(T)
vtrans f erA = ctrans f erA · nAi · (Amax − A)
vuptakeA = cuptakeA · A
vtrans f erFA = ctrans f erFA · nFi · (Fmax − F)
vuptakeFA = cuptakeFA · F
vhydrolyzeA = chydrolyzeA · nTi

B-particle
vcreateB = vcreateB = const
vdestroyB = cdestroyB · Xi
ve f f luxB = ce f f luxB · nCi
vexchangeCB = cexchangeCB · CETP(C)
vexchangeTB1 = cexchangeTB1 · nTi · CETP(0)
vexchangeTB2 = cexchangeTB2 · CETP(T)
vtrans f erFB = ctrans f erFB · nFi · (Fmax − F)
vuptakeFB = cuptakeFB · F
vhydrolyzeB = chydrolyzeB · nTi

vµ and cµ are rate and rate constant of reaction µ, respectively; nXi de-
notes the amount of component X, X=(A,B,F,C,T) in a lipoprotein com-
plex i; Xi is the number of lipoprotein i in the system; Amax, Fmax and
A, F are the maximal and actual number of free A and F in the plasma
pool, respectively. CETP(0) and CETP(C), CETP(T) denote the non-
lipid bound and lipid bound (either with C or T) transport forms of the
cholesteryl ester transfer protein (CETP), respectively.
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