	Table S2. Confidently predicted domains, repeats, motifs and features using SMART (Simple Modular Architecture Research Tool; http://smart.embl-heidelberg.de/)

	Hp-0235
	
	
	
	
	Jhp0220
	
	
	

	name
	begin
	end
	E-value
	
	name
	begin
	end
	E-value

	SEL1
	59
	94
	6.70E-10
	
	SEL1
	59
	94
	6.70E-10

	SEL1
	95
	130
	9.30E-07
	
	SEL1
	95
	130
	2.00E-06

	SEL1
	131
	164
	8.30E-04
	
	SEL1
	131
	164
	7.60E-04

	SEL1
	165
	201
	3.50E-07
	
	SEL1
	165
	201
	8.30E-07

	SEL1
	202
	238
	5.40E-05
	
	SEL1
	202
	238
	1.70E-05

	SEL1
	239
	274
	2.80E-09
	
	SEL1
	239
	274
	5.40E-10

	SEL1
	275
	310
	3.30E-08
	
	SEL1
	275
	310
	1.10E-07

	SEL1
	311
	342
	4.40E-01
	
	SEL1
	311
	342
	4.40E-01

	
	
	
	
	
	
	
	
	

	Hp-0628
	
	
	
	
	Jhp-0571
	
	
	

	name
	begin
	end
	E-value
	
	name
	begin
	end
	E-value

	SEL1
	8
	44
	7.50E-04
	
	Pfam:Brevenin
	1
	43
	4.90E+00

	SEL1
	45
	80
	1.00E-11
	
	SEL1
	67
	98
	2.30E+01

	SEL1
	119
	155
	5.40E-06
	
	SEL1
	99
	134
	6.70E-06

	SEL1
	156
	191
	1.10E-08
	
	SEL1
	135
	171
	7.50E-04

	
	
	
	
	
	SEL1
	172
	207
	8.60E-12

	
	
	
	
	
	SEL1
	246
	282
	5.40E-06

	
	
	
	
	
	SEL1
	283
	318
	1.10E-08

	
	
	
	
	
	
	
	
	

	Hp-0160
	
	
	
	
	Jhp-0148
	
	
	

	name
	begin
	end
	E-value
	
	name
	begin
	end
	E-value

	SEL1
	28
	59
	6.70E+01
	
	SEL1
	28
	59
	7.70E+01

	SEL1
	60
	95
	1.20E-07
	
	SEL1
	60
	95
	2.20E-08

	SEL1
	96
	131
	1.60E-07
	
	SEL1
	96
	131
	9.20E-08

	SEL1
	132
	167
	1.70E-07
	
	SEL1
	132
	167
	2.00E-07

	SEL1
	168
	203
	1.00E-05
	
	SEL1
	168
	203
	5.10E-05

	SEL1
	204
	239
	1.20E-05
	
	SEL1
	204
	239
	2.00E-06

	SEL1
	240
	275
	5.60E-10
	
	SEL1
	240
	275
	9.80E-09

	
	
	
	
	
	
	
	
	

	Hp-0211
	
	
	
	
	Jhp-0197
	
	
	

	name
	begin
	end
	E-value
	
	name
	begin
	end
	E-value

	signal peptide
	1
	26
	-
	
	signal peptide
	1
	26
	-

	SEL1
	29
	60
	9.30E+01
	
	SEL1
	27
	60
	2.20E+02

	SEL1
	61
	96
	1.40E-08
	
	SEL1
	61
	96
	1.40E-08

	SEL1
	97
	132
	5.40E-10
	
	SEL1
	97
	132
	4.50E-09

	SEL1
	133
	168
	6.90E-10
	
	SEL1
	133
	168
	1.80E-09

	SEL1
	169
	200
	1.70E+00
	
	SEL1
	169
	200
	2.10E-01

	SEL1
	201
	236
	4.30E-06
	
	SEL1
	201
	236
	4.30E-06

	
	
	
	
	
	
	
	
	

	Hp-0519
	
	
	
	
	Jhp-468
	
	
	

	name
	begin
	end
	E-value
	
	name
	begin
	end
	E-value

	low complexity
	10
	28
	-
	
	low complexity
	10
	28
	-

	SEL1
	81
	115
	6.80E-03
	
	SEL1
	89
	123
	5.70E-03

	SEL1
	120
	155
	5.50E-01
	
	SEL1
	128
	163
	5.50E-01

	SEL1
	234
	269
	3.10E-03
	
	SEL1
	241
	276
	3.10E-03

	
	
	
	
	
	
	
	
	

	Hp-1098
	
	
	
	
	Jhp-1024
	
	
	

	name
	begin
	end
	E-value
	
	name
	begin
	end
	E-value

	low complexity
	13
	23
	-
	
	low complexity
	13
	23
	-

	SEL1
	29
	60
	2.80E+01
	
	SEL1
	29
	60
	3.00E+01

	SEL1
	61
	96
	3.60E-09
	
	SEL1
	61
	96
	1.40E-09

	SEL1
	97
	132
	1.10E-09
	
	SEL1
	97
	132
	1.10E-09

	SEL1
	133
	168
	9.70E-10
	
	SEL1
	133
	168
	9.70E-10

	SEL1
	169
	204
	2.20E-07
	
	SEL1
	169
	204
	2.20E-07

	SEL1
	205
	240
	2.40E-07
	
	SEL1
	205
	240
	3.90E-07

	SEL1
	241
	276
	3.30E-08
	
	SEL1
	241
	276
	8.80E-07

	
	
	
	
	
	
	
	
	

	Hp-1117
	
	
	
	
	Jhp-1045
	
	
	

	name
	begin
	end
	E-value
	
	name
	begin
	end
	E-value

	SEL1
	62
	97
	1.90E-10
	
	SEL1
	62
	97
	6.80E-11

	SEL1
	98
	133
	5.70E-10
	
	SEL1
	98
	133
	4.10E-10

	SEL1
	134
	169
	7.90E-08
	
	SEL1
	134
	169
	2.50E-08

	SEL1
	170
	208
	1.30E-07
	
	SEL1
	170
	208
	3.00E-06

	SEL1
	209
	244
	3.00E-05
	
	SEL1
	209
	244
	2.40E-04

	
	
	
	
	
	
	
	
	

	Hp-0336
	
	
	
	
	Jhp-1437
	
	
	

	name
	begin
	end
	E-value
	
	name
	begin
	end
	E-value

	SEL1
	57
	92
	8.40E-09
	
	low complexity
	13
	24
	-

	SEL1
	93
	128
	3.20E-05
	
	SEL1
	105
	136
	6.00E-02

	
	
	
	
	
	SEL1
	137
	172
	5.90E+01

	
	
	
	
	
	SEL1
	173
	208
	2.60E-07

	
	
	
	
	
	SEL1
	209
	244
	1.10E-05

	
	
	
	
	
	
	
	
	

	
	
	
	
	
	Jhp-0318
	
	
	

	
	
	
	
	
	name
	begin
	end
	E-value

	
	
	
	
	
	SEL1
	27
	62
	4.30E-06

	
	
	
	
	
	SEL1
	63
	98
	1.50E-04

	
	
	
	
	
	SEL1
	99
	134
	6.60E-10

	
	
	
	
	
	SEL1
	135
	170
	9.80E-05

	
	
	
	
	
	SEL1
	171
	205
	3.20E-04

	 
	 
	 
	 
	 
	SEL1
	206
	241
	4.40E-07

	 
	 
	 
	 
	 
	 
	 
	 
	 


