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In Table 2, the first line was missing the last term: —k;,RD-M. The same term was incorrectly presented in the second
equation: +kq,-M (the "RD" was missing). In the third line, the term k43RE-D was incorrectly presented as k43RT-D. The
correct Table 2 is below.

Table 2. Model Equations

d(RD)/dt = kg;RDA — kigRD - A + k31RDE — ky3RD - E — k1oRD + kotR - D + ka1 RT — k12RD - M
d(RT)/dt = ks,RTE — kosRT - £ + koaR - T — kpoRT — ka1 RT + ks2RTA — koRT - A — kayRT - E + koM + k12RD - M
d(RDE) /dt = ky3RD - E — k31RDE + kq3RE - D — k34RDE + ks3RTE

d(RE)/dt = k34RDE — k43RE - D + ks4RTE — kasRE - T + koaR - E — kaoRE

d(RTE) /dt = kasRE - T — kssRTE + ksRT - E — ksaRTE — ks3RTE

d(RTA)/dt = kyRT - A — keRTA — kegRTA + ks6RA - T — kesRTA
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RA)/dt = ke7RTA — kz6RA - T + ko7R - A — k79RA + ks7RDA — kzsRA - D

RDA)/dt = kesRTA + k7sRA - D — kg7RDA + kigRD - A — kg1 RDA

R)/df = kogRT — koaR - T + kagRE — kogR - E + k1gRD — kg1R - D + k79RA — ko7R - A

E)/dt = k31RDE — ki3RD - E + ksyRTE — kosRT - E + kagRE — koaR - E — komRT - E + kypM
A)/dt = kg1RDA — kigRD - A + keaRTA — kasRT - A + k7oRA — ko7R - A

M)/dt = komRT - E — kpypM

Model equations correspond to the reaction scheme shown in Figure 1. Numbering of the reaction rate constants
follows the conventions introduced in Table 3.

This correction note may be found online at doi:10.1371/journal.pcbi.0030136.
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Correction: In Search of the Biological Significance of Modular Structures
in Protein Networks

Zhi Wang, Jianzhi Zhang
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In PLoS Computational Biology, volume 3, issue 6:

In the subsection ” Evolutionary conservation of modules and proteins” of the Materials and Methods section, a link wag
incomplete. The correct link reads:

http://rd.plos.org/10.1371__journal.pcbi.0030107__01__0

This correction note may be found online at doi:10.1371/journal.pcbi.0030146.
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