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[bookmark: _Toc349222811][bookmark: _GoBack]S1 Fig. DNA sequencing coverage of the H. dujardini genome
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Single individual DNA sequencing data (DRR055040) were mapped to the H. dujardini  genome with BWA MEM, and the genomic coverage was calculated with Qualimap bamqc. Scaffolds were concatenated, sorted by length (longest first).
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3. Results : Coverage across reference
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