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Prophage

L. innocua 9KSM
[JZCS01000003]

L. innocua Clip11262
[AL596172]

int: 94.7%
protein identity

with LMRG_01511
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B. cereus MHI 226
[LABL01000056]

B. cereus VD214
[AHFN01000057]

int: 43.8%
protein identity

with LMRG_01511
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B. thuringiensis sv. tolworthi
[AP014864]

B. thuringiensis BMB171
[CP001903]

Prophage

int: 43.8%
protein identity

with LMRG_01511
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Prophage

E. faecalis RMC65
[ASDW01000014]

E. faecalis V583
[AE016956]

int: 40.9%
protein identity

with LMRG_01511
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