
Mycoplasma pulmonis UAB CTIP

Mycoplasma pneumoniae FH

Thermotoga maritima MSB8

Dictyoglomus turgidum DSM 6724
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Thermosediminibacter oceani DSM 16646
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Moorella thermoacetica ATCC 39073
Enteroc

occus f
aecalis

 D32Leuconosto
c sp C2

Lactobacillus casei
 LC2W

Lactobacillus kefiranofaciens ZW3

Lactococcus lactis subsp cremoris MG1363

Streptococcus pneumoniae R6

Streptococcus suis JS14

Streptococcus pyogenes MGAS8232
Streptococcus agalactiae A909Streptococcus thermophilus LMD 9
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Treponema pallidum subsp pallidum str Nichols

Borrelia burgdorferi ZS7

Leptospira interrogans serovar Lai str 56601

Chloroflexus aggregans DSM 9485

Deinococcus radiodurans R1

Thermus thermophilus HB8

Bifidobacterium bifidum BGN4
Modestobacter marinus

Streptomyces coelicolor A3(2)

Mycobacterium tuberculosis H37Ra

Corynebacterium pseudotuberculosis PAT10

Corynebacterium diphtheriae PW8

Propionibacterium acnes 6609

Kocuria rhizophila DC2201

Eggerthella lenta DSM 2243

Chlamydophila pneumoniae J138

Chlamydia trachomatis G9768

Capnocytophaga canimorsus Cc5

Flavobacterium branchiophilum FL 15

Bacteroides fragilis 638R

Porphyromonas gingivalis W83

Campylobacter jejuni subsp jejuni 81116

Helicobacter pylori F16

Bdellovibrio bacteriovorus HD100

Desulfatibacillum alkenivorans AK
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Desulfovibrio vulgaris RCH1

Desulfomicrobium baculatum DSM 4028

Geobacter sulfurreducens PCA

Myxococcus xanthus DK 1622
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