	Marker
	Primer1
	Primer2
	Position*

	SEQ0369
	GCATTTCCTTTGAATTTTACTTG
	TGGTGGGCTGCTACTGTC
	chr3:104321991+104322187 

	SEQ0370
	TGACCCTCAACAACCAACAG
	ATATAGCATTTTTGGGGAAGC
	chr3:104927045+104927268

	SEQ0371
	ACTTGCCACGGGTTATTTTC
	AGGGCAGCTACTTGCTTTAG
	chr3:105649621+105649787

	SEQ0405
	TGTTCCTGCTTTCCTGAGC
	CATCAAAATGCCTGGCTACC
	chr3:104643891+104644138 

	SEQ0406
	GCAATTTTTGCAGCTCTTCC
	AGGAGCAGAGAGGGTTTCC
	chr3:104826795-104826930

	SEQ0407
	GACGTGTTTGTCCCTTTGTG
	TGGGATTTCAAGACCAGGAG
	chr3:104963604+104963732

	SEQ0408
	TTTCCCAAGCTACAGCATAC
	TCATACTCAGTGGGACCAG
	chr3:105165381+105165575 

	SEQ0409
	CAATTTCTGACTGTTCTAGCC
	TCACTCCTGAAGGCACAGC
	chr3:105184984+105185117

	SEQ0410
	TCTACACTTTGACAATACGTC
	ACTGGCATCGTACCTGTGC
	chr3:105476498+105476775 

	SEQ0465
	TTGTCAGATTGGCTTTGGAG
	TAGGCAGCTGATGGGTTTTC
	chr3:104754409+104754650 

	SEQ0467
	TTCTCCCATCATTTCTTTTTCC
	AGCTCAACAGCAGGGAAGAC
	chr3:105526289+105526482


