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Figure S5: Known single exon transcripts are missing from van Bakel et al. TUs. 
Sequence reads (green) provide good coverage of Malat1 gene but are not found in the 
van Bakel et al. TUs (red). Reanalysis of sequence reads without specifying the 
presence of a splice junction in known genes identifies the relatively highly expressed 
Malat1 transcript [1] as a TU (dark blue).  
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