Table S4. Enriched KEGG pathways identified with DAVID (p<0.05).
I__-ME

KEGG_PATHWAY Circadian rhythm RT M 0.6  4.0E-7 6.8E-5
KEGG_PATHWAY Pathways in cancer RT - 39 2.7 5.0E-4 4.2E-2
KEGG_PATHWAY lin signali RT & 18 1.2 1.1E-2 4.8E-1
KEGG_PATHWAY Small cell lung cancer RT M 13 0.9 1.1E-2 3.9E-1
KEGG_PATHWAY TGF-beta signaling pathway RT M 13 0.9 1.4E-2 3.8E-1
KEGG_PATHWAY Alanine, aspartate and glutamate metabolism RT & 7 0.5 1.4E-2 3.3E-1
KEGG_PATHWAY Renal cell carcinoma RT M 11 0.8 1.9E-2 3.7E-1
KEGG_PATHWAY Glycine, serine and threonine metabolism RT i 7 0.5 1.9E-2 3.3E-1
KEGG_PATHWAY Cysteine and methionine metabolism RT i 7 0.5 2.2E-2 3.4E-1
KEGG_PATHWAY Nicotinate and nicotinamide metabolism RT 1 6 0.4 2.4E-2 3.4E-1
KEGG_PATHWAY Adipocytokine signaling pathway RT M 10 0.7 3.6E-2 4.3E-1
KEGG_PATHWAY PPAR signaling pathway RT ' 11 0.8 4.0E-2 4.4E-1
KEGG_PATHWAY Prostate cancer RT M 12 0.8 4.0E-2 4.2E-1
KEGG_PATHWAY Oocyte meiosis RT M 14 1.0 4.6E-2 4.4E-1

The BMALI putative targets in the three most significant pathways are shown in the Figure S5.



