
Table S8. Primer pair combinations used to discover SNPs in the genes located close to 10 of the 13 adaptive TEs. For 
elements FBti0018880 and FBti0019627 SNPs previously discovered in this work were used.

Flybase ID Name Sequence (5’-3’) Name Sequence (5’-3’)
FBti0019170 kuz_L GTGTTGCCCACAGTTGGTATA kuz_R CGCTGTTCCATTGTTGCAC

kuz_L2 ACGATTACCCGCAGGAATGTC kuz_R2 TCACGTGCGGCAGTGTGGTC
FBti0019065 CG18210_L GTATCCACTTCTCGCATCGCT CG18210_R CGGATACGCAATTACGGAACA

CG18210_L2 TTCGGGTTGAATTTGCATAAT CG18210_R2 CCCGACTTTAGTTGCCATATT
FBti0019056 CG9413_L GGGGATCACTACCACAGCTAT CG9413_R GCTGCCAAAGGTGCTGATG
FBti0019372 rdx_L CCGGTGCTAATGACAAACTAA rdx_R GGTCTCTTACCTGCCAATATG
FBti0019386 CG6072_L CGCCATATTCGATAAAAACG CG6072_R CCGCAATGGCATTGTCATAGT
FBti0020046 CG6467_L GTGGCCGCCTCCGCTTTC CG6467_R GTAGGTTTGGGCGCACTTGGT

CG6467_L2 GCATCACCGGAGGAAGCA CG6467_R2 GGCCACGCAGAGGGTTGAGTC
FBti0020119 CG7439_L CTCCTATTGAACGCGCTCCT CG7439_R GGGCCTGACCTTCCTCGATGC

CG7439_L2 GGCAAGGCAGTCAACATAAGC CG7439_R2 ACGCCATCTCGGTAGTAGA
FBti0019415 CG31163_L CACACCACGCATACTCACAGC CG31163_R CAAGACCAAGACCCATGCC
FBti0019443 CG34353_L CCTACAGTGCGCCGTAAAGTT CG34353_R GACTGCCGGCTGCGTGTTG
FBti0020091 CG6175_L TTCCTTCCTTTGCCTTAAACC CG6175_R TGTTGCTGCTGCTCGAACTGC

CG6175_L2 GATGTTGCCACGCTGCCACTC CG6175_R2 GCGGTAAGCTCATCGTGTTGC
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